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NTDB id 1274 LPP RS09530 WP 011214168.1 .MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG....YVSPA 75
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG....YVSPA 75
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPL 78
NTDB id 361903 FDM99 RS01015 WP 024433097.1 MKKYEGFTLIELMIVVAIIAILAAIAYPSYTQYKIRTNRADVQSEMMQTAQRLQSYYVINHNYTSA.TLNNGLTTKDYPA 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAASYPV 79
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NTDB id 1274 LPP RS09530 WP 011214168.1 ATPNVASIAIGA..N......GVITITYTAAAGGGTIVMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ATPNVQSIAIGA..N......GVITITYTAAAGGGTIIMTPTLQANGDVTWTCTGGTLLAKYRPASCRP......... 136
NTDB id 1062 ABD1 RS15720 WP 000788345.1 QGKALYTLAFTT.LNDSTWVLTATPIANTSQAGDGIICLN....DQGQKFWAKG.........ATDCALSASSSWTE. 141
NTDB id 361903 FDM99 RS01015 WP 024433097.1 SNPI.YT..IALVTNSQTWTLTATPKTNTIQAGNGTVLLN....SDGQKCWTKG..........QSCTTSTTSNWDGK 140
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLN....QDGQKFWSKA.........ATACSLSSNSTWDGR 144
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