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NTDB id 361886 FAZ95 RS02460 WP 137330992.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLESEDEWIASPLRVAADGSVIAQTPNASSPEPMP 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !* !!!!! ! !!* ** !**!!!!! ! * *! ! *
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NTDB id 361886 FAZ95 RS02460 WP 137330992.1 GASNSSSPAENADGGEPQSVDEYNGLASDSGSDASQWNLDDYGRSGNASDDDDLPPLQIHESTTTLRDHLMAQLRVTQAS 160
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTA.EASYENGSDFDSDYGTERSDWSLDDFARKPQ.SDEDDRAPMQLREAEPTQREFLMEQLAPLKLS 158
consensus *** *!**!! *** ! * !! !** ! ! !!!**! ***!!*!! *!*!**! *! !**!! !! * !
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VGARSTAASECLKTLQLHQRLDASPATKRPT
NTDB id 361886 FAZ95 RS02460 WP 137330992.1 QRDRALITFLIESLDDDGYLTASLDEVLADLPEELEVDLDELNAALALLHSFDPAGVGARTASECLKLQLHRLDASPTRT 240
NTDB id 1425 RS RS02020 WP 011000369.1 PRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPAKP 237
consensus *!!**!* !!!!!!!!*!!!!*!!!!*!!!!! !!!!*!!!!*!!! *!*!!!!!!*!!!*! !!! !!!*!!!*!! **

logo LALETIVANHQHLELLAARDFYTRLKRKAQLKSAVDNDDGDELKRADAHAEL IRSLAEPFPGAHAFYGKRAEADFYVVPDI
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NTDB id 361886 FAZ95 RS02460 WP 137330992.1 LALEIVAHHLELLAARDFTRLRKQLKANDDDLRDAHALIRSLEPFPGAAYGKAEADYVVPDIMVRRTAQGWQAELNPEVV 320
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus !!! !! *!!!!!!!!!*!!!*! ! ! *!* !! !!!!! !!!!*!*!*!!!!*!!!!**!!*!! !! ! !!!*!*

logo PRLR INDHLMYANQI LRNSSRGDEPSGASAGNSLQRQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFTHGE IAMRPLVLRE IADTL
NTDB id 361886 FAZ95 RS02460 WP 137330992.1 PRLRINHLYANILRNSRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFTHGEIAMRPLVLREIADTL 400
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !!!!!!**!!*!!! !!!**! * ! ! !!!!!!!!!!!!!!!*!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo GLHESTI
VSRVTTGNKYMALTPFMGTFLEFLKYFFGSHVSTDETGGAASSTAIRAL IKQL IVGAEDPTKNSPLSDSR IAELLAGEQGFVVA

NTDB id 361886 FAZ95 RS02460 WP 137330992.1 GLHESTVSRVTTGKYMLTPFGTLEFKYFFGSHVSTDTGGAASSTAIRALIKQLIGAEDTKSPLSDSRIAELLAEQGFVVA 480
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!*!!!!! !!! !! !! ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!*! !!!!!!!!!!!*!!!!!!!

logo RRTVAKYREALKIPAVNLRKSL
NTDB id 361886 FAZ95 RS02460 WP 137330992.1 RRTVAKYREALKIPAVNLRKSL 502
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!!!!!!!!
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