
logo MNDFEKI ETAAYENL ILLEDNI
CQLR I

LENTEQLKHTHI
LYDAL I EQNSAFCYLGAEGASDEDEFVIAKAENNEKKLRQLANLTSKEEWRRASFQF I F IKAGTQTSEQQLQAS

NTDB id 36171 GALLO RS00665 WP 009853236.1 MNFEKIETAYELILENIQLIENELKTHIYDALIEQNSFYLGAEGASEEVAANNEKLRQLALTKEEWRRAFQFIFIKAGQTEQLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!*!*!!!!!!*!!!!!!!!*!**!!!*

logo NHQFTPDAS IGF I LI LFYL ILENGLTDNSKDSKQI
LDLI LI E IGSGTGNLAQETLI LVNNSSKESLINDYI

L
MGI EVDDLL IDLSAS IAEDVMLDSDSAVQHF IVQEDAVR

NTDB id 36171 GALLO RS00665 WP 009853236.1 NHQFTPDAIGFILLFLIENLTDSDKIDLLEIGSGTGNLAQTLLNNSSKELNYLGIEVDDLLIDLSASIAEVMDSDAQFIQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!!*!*!*!*!!*****!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!!!!!*!*!!***!*!!!!!!

logo PQI LKESDI
V I I SDLPVGFYPNDDKIAKQRYKQVASASKDLEGHTYAHHLLMEQSLKYLKKDEGI

LAVI FLAPVSDLLTSKEQSDPLLKQKWLKQDNYNAVDTI IL
NTDB id 36171 GALLO RS00665 WP 009853236.1 PQILKESDVIISDLPVGFYPNDDIAKRYKVASSDEHTYAHHLLMEQSLKYLKKDGIAVFLAPVSLLTSKQSDLLKQWLKDYADII 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!!!!!!!*!!!!!!!!!!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!!*!!!*!!*****!*

logo AVITSLPESAI FGKNQAKASNAIKS I FVLKKQASAQHQTSPLETSFVYPLSTDLQSDRPEAVLTRDRF IMRKKNFQKKWKVEDNMVNFF
NTDB id 36171 GALLO RS00665 WP 009853236.1 AVITLPESIFGNAANAKSIFVLKKQAAHTPETFVYPLSDLQSREALTDFIRKFQKWKVDNMNF 318
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !!!*!!!*!!****!*!!!!!!!!!*****!*!!!!!*!!!**!*!**!***!*!!!*!!**
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