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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLI 80
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 361668 FCN78 RS01245 WP 201258655.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKI...NNIQSTATPVATSAPAPQQGIGNIGFQRGAQGE 157
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKI...NSAQTSNKPLPVVS.AQPQGVSNIGFQRGSQGE 156
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKI...NSAQTSNKPLPVVS.AQPQGVSNIGFQRGSQGE 156
NTDB id 361668 FCN78 RS01245 WP 201258655.1 ...............MKASRVKRTLGSGLAQ..AVIVTIFVCGMVWSTVVGAAEAVTLVQ..........AQLTSPTPKE 53
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ........................MKNGLKT..YVAQTWL...TLWVGLALCASSMVFSAESATANQLENIDFRVNKEKA 51
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ........................MKNGLKT..YVAQTWL...TLWVGLALCASSMVFSAESATANQLENIDFRVNKEKA 51
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ......................MKMRHGLTLTPRKLTGLF...SLWFSLLLAP...FVAAEEVQSNSLKSIDFRTNKDKD 52
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 GLVVIDLQGTNTPVDVQQQG.SKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAE 236
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLVVVDLLGSNTPVDVQQQG.SKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLVVVDLLGSNTPVDVQQQG.SKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 361668 FCN78 RS01245 WP 201258655.1 TQISLRFDSASVMADFRQLSPKQLMIRLPQVVVKPDLLGRMKGQETGLPVNAVHITQVAGYTKIEIDAQQAMTFDYQQQH 133
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AVLIVELASPSAVVDVQKVQ.EGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKG 130
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AVLIVELASPSAVVDVQKVQ.EGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKG 130
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AVIVVELVSPAAIVDIKRVQ.EGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTG 131
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NKLTISLKRPQDNVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIIL 316
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NKLTISLKRPQDKNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIIL 315
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NKLTISLKRPQDKNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIIL 315
NTDB id 361668 FCN78 RS01245 WP 201258655.1 QQLIITLR.....DADPATAQAPDPDAPISINFQDIPVRAVLQLIAEQNQFNLVTTDSVQGNITMRIDGVPWQDVLDVIL 208
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KYLEVVISKLKADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIIL 210
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KYLEVVISKLKADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIIL 210
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RYLEVKVGKLKANEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIIL 211
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN....... 389
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTS 395
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTS 395
NTDB id 361668 FCN78 RS01245 WP 201258655.1 RVKGLDKRQRGDVMLVAPRKELMAQEKQDLEMAQQADALLPLSSAVITVNYAKAADVAALIRGQGQ.............. 274
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGN.............. 276
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGN.............. 276
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGN.............. 277
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGV 467
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGV 475
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGV 475
NTDB id 361668 FCN78 RS01245 WP 201258655.1 ...............GVSLLSPRGAVSLDSRTNAIIIRDIEKNIDRIRTLVSHLDVPVKQVEIEARIVTVEQGSVDELGV 339
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGV 340
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGV 340
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................ISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGV 341
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KWGILSQGINQNSNLLVGGSETTLWNLRNPDSN........GTYTIERPDNLNVDLGVTTTGASSIAFGLISL.SDFMLD 538
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KWGILSQGITNNNNLLVGGSETTLWNLREPKKD...ETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISM.SDFMLD 550
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KWGILSQGITNNNNLLVGGSETTLWNLREPKKD...ETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISM.SDFMLD 550
NTDB id 361668 FCN78 RS01245 WP 201258655.1 RWGLLNRNGS...TTVGPSVEGNLMWDSNVTGQGPESLNDAATDGVNMGDFLNVNLAAASPSASSMAMQVAKLGNDLLLD 416
NTDB id 1186 GTF74 RS01320 WP 000788426.1 RWGVMSTNGS...HSVGGSIESNLWQKGLLAD...........DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTLLD 406
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RWGVMSTNGS...HSVGGSIESNLWQKGLLAD...........DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTLLD 406
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RWGFTSINGS...HTVGGSIENNLATIGLYDGGG.E..GDDGGSSVGIDDFLNVNLAATSPNATSIAFQVAKLGSDTLLD 415
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIA 618
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDIS 630
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDIS 630
NTDB id 361668 FCN78 RS01245 WP 201258655.1 LELSALESERKAEVVSSPRLITTNKKAAYIEQGTELPYLEASSSGA...VAVSFKKAVLSLSVTPQITPNNTLVLDLKLT 493
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKVTPQITPDNRLVLDLSVT 483
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKVTPQITPDNRLVLDLSVT 483
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVTFKKAVLSLKVTPQITPDNRLVLDLSVT 492
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NDSINSYAQNG...EAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIF 695
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIF 707
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIF 707
NTDB id 361668 FCN78 RS01245 WP 201258655.1 QDMPEKAVVAGKGEAMSISTKRINTQVLAENGETVVLGGIFQQTMINKETQVPLLGDIPLVGNLFKHQLKDHAKRELLIF 573
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIF 563
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIF 563
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIF 572
consensus *! * * ! **** * ***!*!*!!**!!!!!*!!!*!**** !****!!**!!*!**! !!*** * *! !!!!!

logo VTPRKVIVTINQDTI
L
V
A
G
RNH

NTDB id 1009 ACIAD RS15175 WP 004923730.1 VTPRIVNDTIVGNH 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VTPRIVNDTLARNH 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VTPRIVNDTLARNH 721
NTDB id 361668 FCN78 RS01245 WP 201258655.1 VTPKIVTD...... 581
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VTPKVVIQ...... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VTPKVVIQ...... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VTPKVVIQ...... 580
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