
logo

MFKI FKRLNAKEWGMVLLSTAF ICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS
NTDB id 361657 FCN77 RS27730 WP 368074272.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ********************************************************************************

logo

RTAASFTTRLRSDI FNRVMDYSEAE IKKFS IPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAVWALTKIWGKSDEWTGA
NTDB id 361657 FCN77 RS27730 WP 368074272.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ********************************************************************************

logo

VGVAVL IVF IMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL
NTDB id 361657 FCN77 RS27730 WP 368074272.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ********************************************************************************

logo

MNPVMTVVSSGLTLAIYW IGAYLLNDIKIPMTSVTAAKGAIADR I SVFSDMVVFSSYAMQVVVGFMMMVAI F I I LPRALV
NTDB id 361657 FCN77 RS27730 WP 368074272.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ********************************************************************************

logo

SAKR INEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAM
V
I
L
D
E
G
H
I
VSFSTAAKAPGETTTVAFI IGSTGSGKSTLLVNL ILPR

NTDB id 361657 FCN77 RS27730 WP 368074272.1 ..............................................MLDGISFTAAPGTTTAIIGSTGSGKSTLLNLLPR 34
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus ***************************************************!!*! *! ! ! !!!!!!!!!!!*!!*!!

logo FLYDATESGEWI
V
K
MIDGGHIKNVQRDSLYPSHLDHDFLNRDNKSLVGSVYI

VPQRAVYLFSGTI
V
A
R
G
SNI

L
A
R
F
IGAQPSDEAQAPLDSDAEDKI

L
F
W
E
RALERLTAQAEKDNFVERDEKLEPKYG

NTDB id 361657 FCN77 RS27730 WP 368074272.1 FLDATSGEVMIGGHNVRSLPLHFLRDSLSVVPQRAYLFSGTVAGNLRIGAPEA...SDEDLFRALRTAQAEDFVRDLPYG 111
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus ! !!! ! * ! !* ! *** ! * *!!!! !!!!!* !* ! ** *** ! ** !! !!! !! * * !

logo LDTAEVATQGGTNFSGGQKRQRLAC IARALALREKAPEP I
V
L
Y
I
LFDDSFLSALDYKTTDAR I

RLRNQADLAKPKLTVKRERMSTKVI
L IVAEQR IASTIMVDADGHL I L

NTDB id 361657 FCN77 RS27730 WP 368074272.1 LDTAVTQGGTNFSGGQRQRLCIARALLREAPVYLFDDSLSALDYTTDARLRQALAPLVRRSTVIIVAERIATIVDAGLIL 191
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !!! ! !!!!!!!!!!*!!!*!!!!! ! *** *!!!! !!!!! !! !!* !!* * ! *!!! !! !!*!! *!!



logo VLDNQGKRLVVGSQGTHKNELLMARNSNSDP I
VYQE IAAYSQLASKLEGEGLQELNGK

NTDB id 361657 FCN77 RS27730 WP 368074272.1 VLDNGRLVSQGTHNELMRSSPVYQEIAASQLALGGQL... 228
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!*!**! !!!! !!* **!!!!! !!! ***
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X ≥ 50% conserved


