logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313
600
269
228
194
159
527
499
453
408
115
625
1245
1214
1211
1334
3616
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

ARk ngElsKKFD%E&EJKAL@éAMKB EK‘@F KN&VBLDB% ’;‘E%YEA

DR RS12030 WP 010888966.1 .MSKD....ATKEISAPTDAK
Kw2 RS01765 WP 011675413.1 MATKK...KTNFDDITKKYGA MRLG

KZH43 RS08665 WP 001085462.1 .MAKK...PKKLEEISKKFGA IMRLG
SPD RS09265 WP 001085462.1 .MAKK...PKKLEEISKKFGA IMRLG
SPR RS08825 WP 001085462.1 .MAKK...PKKLEEISKKFGA IMRLG
SP RS09750 WP 001085462.1 .MAKK...PKKLEEISKKFGA IMRLG

SMSK321 RS11065 WP 001085454.1 .MAKK...PKKLDEISKKFGA IMRLG
SM12261 RS08315 WP 078228268.1 . .PKKLDEISKKFGA IMRLG
Spy49 1753c ACI62003.1 . .LKKNEEITKKFGD MRLG
SMU RS09530 WP 002262392.1 .IKKTEEITKKFGD

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
Cj1673c YP 002345041.1 IMRLG
NCTC11637 00359 SQJ03206.1 I8 T KWUFGKGE WRLG

ARV

AN ND IO DDDD T >

C694 RS00795 WP 000963128.1 RLG
RAOC RS04870 WP 004918236.1 M LG
54 FCN77 RS08255 WP 055798340.1 ................

A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1  .................. IEKNJFGKGEIM
0K783 RS03845 WP 003688695.1  .................. IEKBJFGKGI\IM
RS RS02760 WP 011000510.1 .MEDG........

A1552VC RS01565 WP 000344154.1 ..................

GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

.................. IEKBJFGKGINIM
A

>

I
Y,

nnnnnnnnn sl RN 00NN NN n

T
S

GSL
GSL LD

GSLBJLD
S

* 1%

)

LD

L

|

RN

VN

Y
L

il

e



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
361654 FCN77 RS08255 WP 055798340.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

YGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

FPEINEIINE

e e R R e

L0 AT o IR o e S B

SQPDNGEQALEIY AL

ANENQKEAGGINMAF IDAEHALDPNY ARSALGVNNDELL
AINYQK)ZGGIWNAF IDAEJALDPIAY AVONLGVN DELL
ANFNQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL
ANE\QKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL
ANFNQKIAGGIWNAF IDAEHALDPEYY ALWALGVN DELL
ANENQKIAGGIWNAF IDAEHALDPEVYY ALWALGVN DELL
ANENQKIAGGIWNAF IDAEHALDPEYY ALWALGVN DELL
ANFNQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL
ANE\QKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL
ARFNQKPBIGGIWNAF IDAEHALDPEYY ALWALGVN DELL
AIYQRINGGMENAFIDAEHALDPWUYARISLGVN ELL
AIRUQKNGGIWAA IDAERJA DPISYAWWNLGVN D' LL
AINEQKING G\AF IDAEHALDPYY ARSYLGVNED ' L
AIMSOKINGGNAMAF IDAEHALDNAIY AJQUL.GV gy NLL
AINMQOKINGGUIMAF IDAEHALDE:I Y ASILGV jy RNLL

AIINQKYJGGIWAAF IDAEHARGDIUNSIY AI¥SLG N EL
ANPAQ MGGIENAF IDAEHALDPIAY AJSSL.GV  [iDALL
ARNENQKGWQGNSAF TDAEHALDPWY AL GVNSDELL
VEOAF DAEHARDPYY ARISL G V]S
F

VGAF DAEHARIDPNY ARINL G VY
VCAF DAEHAIDPNY ARINL G V]S
INSAFIDAEHALD\MNY ADISL G V]S

INMAFTDAEHALDPYAIMSLGV  DNLL
INGAFTDAEHALDP[R]YARASL.GV  DNJLL
Il skskskkok |

SQPDEGEQALEI
SQPD GEQALEIM
SQPD GEQALEIM
SQPDIGEQALEIN
SQPD GEQALEIM
SQPDGEQALEI[S
GEQALEI®
GEQALETI[®
GEQALEI[®
GEQALEIN
GEQALEI[®
GEQALEI[®
GEQALEIpN
SQPDEIGEQALEIN
SQPDNGEQALEIN

PNy

ADELLBS AVDLVV

154
156
155
155
155
155
155
155
155
155
140
142
141
143
143
150
143
158
142
142
142
150
141
141
141
141
141



VOOV 0O SRRl R Eo T LAY
i T I ‘/{.5,\/ . Vs IAél. ‘..\%,1; i—@V L E V . S L A Sy!
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIMZGLQAR G 233
NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALVP G MGDSHIVGLQAR K 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 VDSVAALVP GDMMGDSHVGLQAR K 234
NTDB id 228 SPD RS09265 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR K 234
NTDB id 194 SPR RS08825 WP 001085462.1 VDSVAALVP GDMMGDSHVGLQAR K 234
NTDB id 159 SP RS09750 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDMGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDIMGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 VDSVAALVP GDMGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 VDSVAALVP GDMMGDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 VDSVAALVP GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 VDSVAALVP G MGD HVGLQAR K 221
NTDB id 1245 Cj1673c YP 002345041.1 VDSVAALJYP GDMGD@NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VDSVAALWP GDMGDNHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 VDSVAALWP GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 VDSVAALJYP GDMGDS  GLJEIAR 229
NTDB id 361654 FCN77 RS08255 WP 055798340.1 DSVAALVP GDMGDSHVGLQAR 222
NTDB id 1389 A4U84 RSO07560 WP 021112712.1 VDSVAALEP GDMGDSH GLQAR 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP G MGD [WJGLQAR 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VDSVAALP G MGDSH GLQAR 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 P G MGDSH GLQAR 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR 220
|

consensus

FULe ok DDkl Lkor ekl |



MO 2 e TR Bl 5 Emv ki Ao

NTDB id 1313 DR RS12030 WP 010888966.1 ....PTKVGNDA KINVKNKVAEPF G 309
NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF N 314
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 313
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. .. .. KVVKNKVAPPF IMYGEGIS D 294
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . . .. KVVKNKVAPPF IMYG GIS D 296
NTDB id 1245 Cj1673c YP 002345041.1 R .L. KVVKNKVAPPF M GEG S DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L BNKVVKNKVAPPF IM GEGIS DY 298
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQN BKVVKNKVAPPF IM GEGIS DY 298
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV IMYGEG S D 309
NTDB id 361654 FCN77 RS08255 WP 055798340.1 RTIQT....L.KEGADS A IRYG GIS D 297
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 312
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF D 296
NTDB id 1124 NGFG RS03960 WP 003688695.1 IBRTGS. ...I.KKGEEV KV KNKVAPPF D 296
NTDB id 1123 0OK783 RS03845 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF D 296
NTDB id 1427 RS RS02760 WP 011000510.1 BRIGS....I.KKGBEV KVVKNKVAPPF D 304
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEGEEV KVVKNK APF D 295
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 295
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 295
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 295
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 295

consensus Dok |k * okckokk Dok DD P bk Dk % kokok Dkl % * % * kokok D Dk |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
361654 FCN77 RS08255 WP 055798340.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

Kl Q | <ENPE eof oot R o

J_V 1 Q éEgAE Jﬁ

IDGEEVSEQDTENKK
IDGEEVSEQDTENKK
. SKK

[l lolol oo

DNNGVVQQQAEETQERHL .
SDVPEEDLPTTEDE.QI.

. .PKKEEA.
..PKKEEA.
. .PKKEEA.
. .PKKEEA.
.. VAQVDS.

.AAQVDS.

5Pe wroksseEa  VEEEV. LDLADELEIELE

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED.......
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVTLDLGDELEIEIE
.VNEEVTLDLGDELEIEIE

.TDDLALDLDNGIEIED.

.ADKNLVLELDDTIELED.

EGMISGSEDDEGEE. . ... ... .. i

IMEHLEMTPMGAV . TLAEEVEE
IMEMLLNPENMQLIAETSSAAD
IMEMLLNPENMQLIAETSSAAD
IJAKLLETSANTKATPVAEDLA
IMEQLLTKASDQTAA.HDETEE
IMEQLLTTGTNGAVQ.I.EDEE

363
387
387
387
387
387
383
383
378
383
348
355
343
347
347
343
351
372
348
348
348
352
354
354
347
349
349



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966. 1

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
361654 FCN77 RS08255 WP 055798340.1
1389 A4U84 RSO07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

363
387
388
388
388
388
384
384
378
383
348
355
343
347
347
343
351
372
348
348
348
352
354
354
347
349
349

(el e I el e e e B

X non conserved
B similar
> 507 conserved



