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NTDB id 361646 FCL38 RS25510 WP 137316203.1 MFSFFKKKTVTP..DVPPAAPAD................................................QAPAPAPAG 30
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 361646 FCL38 RS25510 WP 137316203.1 LSPSPVPA.......AEAEAVPLVFDAETAPRPESKQSWMGRLKAGLSKTSA....NLSLLFVGARIDDDLYDELEAALL 99
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQ.VQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 361646 FCL38 RS25510 WP 137316203.1 MADAGIDATDYLLEALKRKVKDEKLTDAAAVKVALKALMIDLLRPLEKPFVLGR.HQPTVMMISGVNGAGKTTTIGKLAK 178
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 361646 FCL38 RS25510 WP 137316203.1 HMQAHGQSVLLAAGDTFRAAAREQLMIWGQRNNVTVISQESGDPAAVSYDAVQSGKAKGTNVVMIDTAGRLPTQLHLMNE 258
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 361646 FCL38 RS25510 WP 137316203.1 LQKIKRVIAKGMAEAPHETLLVIDGNTGQNALAQVKAFDDALQLTGLIITKLDGTAKGGVLAAIARVRPVPVYFIGIGEK 338
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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logo IDEDLQRPFDAERAEFVDEALLDG
NTDB id 361646 FCL38 RS25510 WP 137316203.1 IEDLQPFDAEEFVEALLG 356
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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