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NTDB id 361642 FCL38 RS23055 WP 137315795.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLTDNPLLERLDDPLDRSVRLLGDGAINTAQAPGEAPPEG. 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
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NTDB id 361642 FCL38 RS23055 WP 137315795.1 GPPQDAPA....APEPEPFDGGDGEGLDAGPGDTDWSSTGSGKGPDD...DDARPQLEASHRSLREHLMEQMRVTVLESR 152
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !!* !****** * * *** ! ! !* *!!! ** ! ***! !**!! *** !!*!!!!* * ! *!

logo DKRAGLVEI FL IL IDEASLDDENGYLETEGSLDEE IHLAEDRLPAEELE I
VE I

LDELQRATALKRLMLQSFDPAPGIGARNSAASECLATLQI
L
Q
RRLMDPQSVPLPVATKRPR

NTDB id 361642 FCL38 RS23055 WP 137315795.1 DRALVELIIDALDDNGYLEESLEEIHERLPEELEIEIDELRTALKLLQSFDPPGIGARNASECLALQIRRMPQVPLVTRR 232
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDS...PAKP 237
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NTDB id 361642 FCL38 RS23055 WP 137315795.1 MALCIVENHLQWFAQRDFNKLKKALDCDDEDLREAQAVIRQCNPHPGAAFAADVSDYVVPDVVVRRGRNGWIVTLNNDVM 312
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
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NTDB id 361642 FCL38 RS23055 WP 137315795.1 PRLRVNALYASLLKQGKGET...QMNAQLQEAKWLIKNMRQRFDTILRVAQAIVERQKNFFSHGAVAMRPLVLREIADTL 389
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
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NTDB id 361642 FCL38 RS23055 WP 137315795.1 GLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQFTGAEDPKNPLSDSKIADMLGEQGMVIA 469
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
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logo RRTVAKYREALKIPAPVNSLRKSL
NTDB id 361642 FCL38 RS23055 WP 137315795.1 RRTVAKYREALKIPPVSLRKSL 491
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
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