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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPN 77
NTDB id 361635 FCL38 RS16445 WP 137314677.1 MSSTSRSSPRVLVVDDEDDLRDLLEITLLKMGLDVDGAADLASARALLAAHDYDLVLTDMRLPDGLGLDLVREIAASGRI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQ 75
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 TPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT.ENALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 361635 FCL38 RS16445 WP 137314677.1 LPVAVVTAFGSAENAVVALKAGAFDYVTKPLQLDQLRQMVQSALKLNVPAGPAVPGAEPVDSRLKGQSAAMQALRAQIAR 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE....EAPVDNRLLGESPPMRALRNQIGK 151
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VNCGAIPESTAELMEASELFFGYHRKKGASFTGAAITDEQEDRKDQGFL IFLQSAAHNSGGSTL
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 361635 FCL38 RS16445 WP 137314677.1 LARSMAPIAITGESGSGKELAAREIHAQGARADKPFIAVNCGAIPEALMEAEFFGYRKGAFTGAADERDGFFQAANGGTL 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 361635 FCL38 RS16445 WP 137314677.1 MLDEVADLPLPMQVKLLRAIQERRVRKIGATAEEPVDVRIVSATHQDLARCVEQGRFRQDLFYRLNVIELSLPPLRERLD 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS..... 391
NTDB id 361635 FCL38 RS16445 WP 137314677.1 DLPVLTGAILARLTGAGGQPATL.GPGVLEALRGYSFPGNVRELENILERALAFSNDGVIGVADLALKGARLAEPQAAAP 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP......... 382
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ..NPFASAA.......QSIQTTVAA...................PQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRT 443
NTDB id 361635 FCL38 RS16445 WP 137314677.1 APAPAASSAASSAPVLTPVSTPVSAPAAVPPGALGPGPAGERMPPLPDLSVLPSNLPAYLERVEREIIVRALDQTQYNRT 479
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...............................GAS.....QEGAASL....SEIDNLEDYLEDIERKLIMQALEETRWNRT 422
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 361635 FCL38 RS16445 WP 137314677.1 QAAQLLGISFRQLRYQMQKLGIQEPEG... 506
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AAAQRLGLTFRSMRYRLKKLGID....... 445
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