
logo MRASAL IL ILGFVAGACAMAFLQTQRAPALAPAPHVPWGQGPALALGLALCVLLMALMVALLALLRRTFGAPPRLVPSRLRGRLWRVLPLVAMASVALAYAGAACALGFGYWASADSWLRAQSQARLAS
NTDB id 361629 FCL38 RS06240 WP 137312955.1 MRSAILGFVAGAAFLQTQAALPAHPGGALAGLLVLMLVLLALTFPPVSRLRGRWRLLASVAYGAALGFYWAASLASQALA 80
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPR....LVPVMAVLAAACAGFGWSDWRAQQRLS 76
consensus !! **!!!!!* !!! *!!**** *!! !! *!* * ! ****!**** ** ! *!* !! ! ! ! !
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 PQLAKADEGRDVIVTGTIDNLPNHTAQFTRFFFAVEHA.GGLQVPPRIALAWYAGF............RGNVQAVPELRP 147
NTDB id 1426 RS RS05575 WP 011001070.1 VVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQP 156
consensus * !!*! !!*!* !! * !! *! !!! ! *!* **! !!!!* ! !!* ************ **!*! !

logo GEQRWQRLKTLVRLKQRPHGSLNAMNPGHGFDGYELYAWLMLAEDQDI
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 GERWRLKVRLQRPHGNANPHGFDYELWLLEQDIRATGYVRAEGPHDR.LDGF...NFSPRNTVERLRHGLRAKIRRALQG 223
NTDB id 1426 RS RS05575 WP 011001070.1 GQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPE 236
consensus ! !! ! *!! !!! !!*!!! ! *! !*!! !!! ** *! ! *** * !!! !***! ** !!*
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 REYAEVIVALVVGDQRGIDQDDWQLFTRTGVGHLVSISGLHITMIAGLVAWAAAALWRRSFFLR...HAQLPLLLPAQKV 300
NTDB id 1426 RS RS05575 WP 011001070.1 ARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRA 316
consensus !!*!!!!!!!!!! !! ! !! ! !!!* !!!!!!!!!!!!!!!! * !!!!!!! ! **** *!!! *!!!*
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 GALAGLLAALLYVLLAGFGVPAQRTLYMLCVVALAVWANRIACVSHVLALAAGLVVLLDPWAVMWPGFWLSFGAVAIILY 380
NTDB id 1426 RS RS05575 WP 011001070.1 GAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFL 396
consensus !!*!** !! !*!!!! !!!!!!!! !!* !!*! ! ! !!* !* !!*!! !*!!!!!! *! !!!!!!!!*!

logo AASRVGIRVATAADAWKRNPADPDAIDPDAVRGRPTPLASHWPRQVRAMTWARGVLKRGAAVNRTVQLYAVTFLGLLVPLTLMLLFAQQVSVI
VSAPLVANALVAIPVVSFL

NTDB id 361629 FCL38 RS06240 WP 137312955.1 ASVGRTAAWKNPADPDAIDPDARGPTPLSHRQRMTAVLKGAVNTQYAVTLGLVPLTMLLFAQVSVISPLANAVAIPVVSL 460
NTDB id 1426 RS RS05575 WP 011001070.1 AARIVAADAR........D.DVRRP...AWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSF 464
consensus ! ! *********!*! ! !*** ** ! !*!! ! !!! !!*!!!*!!! !!!!*!**!!!*!!!!!!
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 LVTPLALAGGLLPEPLATPLLVLAHEMMHWLAVALQWFSAAPLAVWHAPAPPWYLFVLALLGTFWLLAPRG...WPTRWL 537
NTDB id 1426 RS RS05575 WP 011001070.1 VTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQ 544
consensus * !!!!! ! !!!! !*!* !* *!! * ! ** !!*!!!*! * * !!**! * !! ! !***!* !
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 GALTWIPLLTAQPEAPAPGSARILAFDVGQGMAVLVETAGHRLLYDTGPAYGTDANAGSRVIVPYLRARGIGRLDGVVVS 617
NTDB id 1426 RS RS05575 WP 011001070.1 GAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVS 624
consensus !!* *!*! ! **!!*!! !**!!!*!!! ! !!!!!!!!!!*!!!! ! ! !* !!!!!!!!**!* *! *!!!
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 HGDADHAGGALAVLREIRTAWSLSSLPPAHPVTLA....SPRHWRCVAGQRWEWDGVRFEMLHPTAGSYADASLKTNGRS 693
NTDB id 1426 RS RS05575 WP 011001070.1 HEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARS 704
consensus ! ! !!!!! !* ** ! !!!!*!** **** * !!!!!!! !!!! !!*!*! * ! * *!*!!

logo CTVLR IAVANAGGRKYAAVLMLAGDI EGARARQEAAEL ILAVAREASPSETMRLMRADI
VLLVPHHGSGRTSSSTEGAFLDAVQSAPQSLVAVFQVGYRNRYGRHPHKPREQ

NTDB id 361629 FCL38 RS06240 WP 137312955.1 CTLRIVAGGKAVLLAGDIEARQEAELLVR.SSTMLRADVLLVPHHGSGTSSTEAFLDAVQPSLAVFQVGYRNRYRHPKRE 772
NTDB id 1426 RS RS05575 WP 011001070.1 CVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQ 784
consensus ! !!! * ! *!!!!! !!! !* * * ! !!*!!!!!!!! !!!* !!!!!! * *!!!!!!!!!!! !!**
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NTDB id 361629 FCL38 RS06240 WP 137312955.1 VVARYERRNVATMRTDTAGAIRIDLAA.TVGVDAYRLSRPRYWHD.................. 816
NTDB id 1426 RS RS05575 WP 011001070.1 VWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus ! !! ! * *!!! !!* !* ** **! ! !!!!!* ******************
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