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U] NKVIL GRILGIIDPEVRYMPNG AV[ENIJSVATSE WD NG RWYE TEWHNIP YRKLAE AGQYL KG[GRVY
NKVI VGNLG DP REMPNG AVAR SVATSESWNDKNITGER EfTEWHRIV R WAEVAGQYLRKGSVY
NKVI VGNLG DPE RJEMPNG AVANISVATSESWWDKINTGER EWTEWHRIV)JYR [NAEVAGQYLRKGSQVY
NKVILVGNLG DPEVRYMPNGEAVANI ' ATSESWRIDKINTGEQ E@RTEWHR V [EKLAEVAF YLRKGSQVY
NKVILVGNLG DPE RYMPNGEAVANI ATSESWRIDKINTGEN E TEWHR V [8KLAEVAG YLRKGSQVY

NKVIL GNLG DPEVRYMPEGAVANI ATSE WEDKNTGEW E TEWHR W Y[EKLAEVAG YLRKGSQVY
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EG LISTRKWQDQMNGQDRY IBQMLGGR [NGG])Y G QGGWG SAPAPQQSY AIGNSGYGYDQ
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X non conserved
B similar
Bl >50% conserved
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