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NTDB id 360963 FAH66 RS10620 WP 137041557.1 QTNYNTNASFNRGDIGSRTWTLDPNVSLPTAAAVNSIALVRAFSSGALGLEISASEEQGKSKTISNPRVLTQDRKEAKIE 570
NTDB id 1115 OK783 RS00485 WP 003698035.1 ..G....WGVNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIE 580
NTDB id 1092 CAD91899.1 1..2286( ) ..G....WGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIE 618
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