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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLIPVTTN 85
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVATN 85
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKISVATN 85
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 EASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA..........TPVAT.........SAPAPQQGIGNIGFQ 151
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN..........KPLPV.........VS.AQPQGVSNIGFQ 150
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN..........KPLPV.........VS.AQPQGVSNIGFQ 150
NTDB id 36096 PSEST RS18060 WP 015278380.1 NARSVTVVEAQGRTRLIVNLTSLVPYSTRVDGNNLFVVLGESAGAGGGTAVSPATAAPV.....AVSAPVKVAPAGKAIENIDFR 164
NTDB id 1193 PA5040 NP 253727.1 NTRSVTVVEAKDRTRLIINLTALSSYTTRVEGNNLFVVVGNSPAGASVASAAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQ 169
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 RGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAE 236
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAE 235
NTDB id 36096 PSEST RS18060 WP 015278380.1 RGDDGAGNVIISLSDPSISPTIEEQGGKIRVIFDKTQLPESLRVRLDVQDFATPVRFVDSTAQSGKASIAIEPTGRYDYLAYQTD 249
NTDB id 1193 PA5040 NP 253727.1 RGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTD 254
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 NKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKN 319
NTDB id 36096 PSEST RS18060 WP 015278380.1 NKLTISIKPLTEDEADKRKADRFAYSGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVSGNITLRLQNVPWDQALDLVLKTKG 334
NTDB id 1193 PA5040 NP 253727.1 NRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKG 339
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATV 396
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 EPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSN 481
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNN 489
NTDB id 36096 PSEST RS18060 WP 015278380.1 ..........TDERGSMAVDDRTNNIIAYQTQERLDELRRIVAQLDIPVRQVMIEARIVEANVDYDKALGVRWGGTQLFANGRGA 475
NTDB id 1193 PA5040 NP 253727.1 ........GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNW..S 481
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLVGGSETTLWNLRNPDSN.....GTYTI...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKV 558
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLVGGSETTLWNLREPKKDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKV 570
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLVGGSETTLWNLREPKKDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKV 570
NTDB id 36096 PSEST RS18060 WP 015278380.1 VYGNDD...LGDEGGN............SGDESSGNFPFVDMGVTNR.TAGIGIGYI.TDNLILDLELSAMEKSGNGEVVSQPKV 543
NTDB id 1193 PA5040 NP 253727.1 GYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKV 564
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNV 642
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNV 654
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNV 654
NTDB id 36096 PSEST RS18060 WP 015278380.1 MTADKETAKILKGSEIPYQEASSSGAT...STTFVEAALSLEVTPQITPDNRIIMEVKVTKDEPDFANDVNGTPTIRKNEVNAKI 625
NTDB id 1193 PA5040 NP 253727.1 VTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKI 646
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 36096 PSEST RS18060 WP 015278380.1 LVNDGETVVIGGVFSNTQSRSVDKVPFLGDLPYLGRLFRRDIVADSKSELLIFLTPKILNHQAVAVSR 693
NTDB id 1193 PA5040 NP 253727.1 LVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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