
logo MFSFFRRKKKQETPALPEEAQVQETAAKVESEVAQI
VVEGNIKEDAVESLAESVKGHRAVESAVVESAVETASETVEQVREALTETP

NTDB id 360957 FAH66 RS09370 WP 167480335.1 MFSFFRRKKKQETPAPEEAQVQETAAKVESEVAQVVENIKEDAESLAESVKGHVESVVESAVETASETVEQVREALTETP 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVE..................... 59
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*! !!!!! !!!!!!!!!* !! !!*********************

logo

SETVEKI EEHVEAAKEAAVETVSEGATVEQVKQETVAEMPSEALAGEAAEERAVAEEQAEAVKEAAVETVSEAVAQVQETVAEMPSE I
NTDB id 360957 FAH66 RS09370 WP 167480335.1 SETVEKIEEHVEAAKEAAVETVSETVEQVQETVAEMPSELAEAAEEAAEQAEAVKEAAVETVSEAVAQVQETVAEMPSEI 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 ....................TVSGAVEQVKETVAEMPSEAGEAAERVE................................ 87
consensus ********************!!! !!!! !!!!!!!!! *!!!! ********************************

logo

AEADEEAAEQAEA
S
A
VKEAAVAVEATVGSEAVEGQVQEAVAETPAEASVAPTTVEEHKLGSWAARLKQGLATKSRDKMAKSLAGVFGGGQIDG

NTDB id 360957 FAH66 RS09370 WP 167480335.1 AEADEEAAEQAEAVKEAAVEAVSEAVEQVQEAVAETPAEASAPVEEHKLSWAARLKQGLTKSRDKMAKSLAGVFGGGQID 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 ............SAKEAVAETVGEAVGQVQEA........VATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIG 147
consensus ************ !!! ! ! !!! !!!!!******** !* !!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo EDLYEELETVL ITGSDMGMEATEYLMKDVRDGRVSLKGLKDGNELRGALKDEALYDL IKPLEKPLVLPETKEPFVIMLAGING
NTDB id 360957 FAH66 RS09370 WP 167480335.1 EDLYEELETVLITSDMGMEATEYLMKDVRDRVSLKGLKDGNELRGALKDALYDLIKPLEKPLVLPETKEPFVIMLAGING 320
NTDB id 1118 NGFG RS11455 WP 003696286.1 EDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGING 227
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AGKTTS IGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGEGRNNVTVI SQTTGDSAAVCFDAVQAAKARGIDIVLADTA
NTDB id 360957 FAH66 RS09370 WP 167480335.1 AGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTA 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTA 307
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GRLPTQLHLMEE IKKVKRVLQKAI
MPDGAPHE I IVVLDANIGQNAVNQVKAFDDEALGLTGL IVTKLDGTAKGGI LAALASDR

NTDB id 360957 FAH66 RS09370 WP 167480335.1 GRLPTQLHLMEEIKKVKRVLQKAMPDAPHEIIVVLDANIGQNAVNQVKAFDEALGLTGLIVTKLDGTAKGGILAALASDR 480
NTDB id 1118 NGFG RS11455 WP 003696286.1 GRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDR 387
consensus !!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PVPVRYIGVGEGIDDLRPFDNAKRAFVDALLD
NTDB id 360957 FAH66 RS09370 WP 167480335.1 PVPVRYIGVGEGIDDLRPFNAKAFVDALLD 510
NTDB id 1118 NGFG RS11455 WP 003696286.1 PVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !!!!!!!!!!!!!!!!!!! !*!!!!!!!!
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