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NTDB id 360941 FAH66 RS05355 WP 137040929.1 .MSSALPFDALTLSINGTNLIEASAGTGKTYGIAALFTRLIVLEKKDIEKILVVTFTKAATAELKTRLRARLDEVLQVLN 79
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 EIQTLGGKPEHISDGLNKYYEKEKKSPDDFLNRLIPLALGEQDGQESCHRLILRLKATLSQFDNASIYTIHGFCQRVLRD 159
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHH.EGDTFLPAL....LEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRD 155
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logo YAFLCGQAPFLDVELSTDEDEDSGRDERLL IVPAQDFWREQKRVASGTDPTTVLAAQLAVFDKRKACTVPEQETMVLAEQIKRASYLTGSRPYLKNFRRPEQAGDSLKEQAQAR
NTDB id 360941 FAH66 RS05355 WP 137040929.1 YAFLCGAPLDVELSDDSRERLLIPAQDFWRQKVATDTTLAQLVFDRKCTPEEMLAEIKSYTGRPYLKFRRPEGSLKEAQA 239
NTDB id 1132 OK783 RS01905 WP 010951035.1 YAFLCQAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQR 235
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 NLQETWQKVCGQLEDLEKVFWTILPKLNGQTYKRNTFENVFIDLKTNAESSHLPRLSKQTLGKLSLFSIDTLNSKLKKEY 319
NTDB id 1132 OK783 RS01905 WP 010951035.1 DAETSWQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGK 315
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 KADADAPEIIQLQALANLGRDLQAMESAEEAVFICLQLDLLSYINQSIAEQKKSRRERVFDDLLLDVHQALTIHEHGNAL 399
NTDB id 1132 OK783 RS01905 WP 010951035.1 TP..DAAVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETP 393
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logo AKRAVAVATAENWE IAL IDEFQDTDPLQYE I FQRKQI F IAEQRGNCRPLFLVGDPKQAIYSFRGADIYAYLQAAEQDADRHRHRYTLATVNYRSHA
NTDB id 360941 FAH66 RS05355 WP 137040929.1 AKVATANWEIALIDEFQDTDPLQYEIFRQIFIEQGCPLFLVGDPKQAIYSFRGADIYAYLQAAQDADRHYTLAVNYRSHA 479
NTDB id 1132 OK783 RS01905 WP 010951035.1 ARAVAENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHA 473
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 KLINGISALFKQKKHPFVLENIDYSDVSASRAKSRLSPHRPAIQVRWLNTDD..QTGKEILRGRAAEYCADEIAFALNEA 557
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALIGSIGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEA 553
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 AEGRLNFKGRALESGDIAVLVRTNNEAAMIAGKLKQRRIQSVLLSRQSVFDSAEADSLSALIGFWLNPRQTDWLRFVLTG 637
NTDB id 1132 OK783 RS01905 WP 010951035.1 SGGRLNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTS 633
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 VLFGYTAKEIYELNHNEHQLLKWLESSAEAMEKWRKGGIFAAVQQFAALHDIETRLLKGGNERSLTNYYQILELLAEEDS 717
NTDB id 1132 OK783 RS01905 WP 010951035.1 GIFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDA 713
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logo QNSRNPAALHKWLNRDEQIGSLRARGGHNFNGPGSDANQRATIRLESDEDKLVKIVTI
MHASKGLQYPLVYCPFAWDATKQDNTGSKPESDNWKQI LHQTEGANHN

NTDB id 360941 FAH66 RS05355 WP 137040929.1 QSRNPAALHKWLNEQIGRARGGHFPSDAQTIRLESDEKLVKIVTIHASKGLQYPLVYCPFAWDTKDNSKENWKILHTENH 797
NTDB id 1132 OK783 RS01905 WP 010951035.1 QNRNPAALHKWLRDQISLA..GNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGAN 791
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 ETELLATSQTSEAELSHLADEKTAEDLRLLYVALTRAEEQLNIYAAANKNCTPNNPFAYLLEGLPDAGRESVSQSYKSAT 877
NTDB id 1132 OK783 RS01905 WP 010951035.1 RAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSS.DTADNPLAYLIEGLPQDSRETVRRTYACEK 870
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 DVVEMLKTNWQRFIKNAPENTEFAFTEEAPPETVYQYSRQQDQAFGAHSIKRRDFDFIRHTSFTGLSRHTKSTDEQHEPL 957
NTDB id 1132 OK783 RS01905 WP 010951035.1 DGITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDA 950
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 QPAIDPAESADRAMPSENLPSPLSDGLDIHHFPRGTNAGVCLHEMLEKLDFAASAESQSEMIAEVLQRHSFEDKWLPTVS 1037
NTDB id 1132 OK783 RS01905 WP 010951035.1 CPSLDAAETSVPAMPSET..PTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVA 1028
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 AMLDTCRLTPLIGE.SLSQIPPTRRLPEMGFTLYMDDFKLDDLRHWFASSEANLPPECVQAAQLLDFHDLQGYLNGFIDM 1116
NTDB id 1132 OK783 RS01905 WP 010951035.1 EMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDM 1108
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 VCQDSDGNVVLIDYKSNHLGNDASAYTQQAMNEAVAHHHYYLQALIYAVAIARYYALRGKPLTKIAIRYLFLRGMDGSER 1196
NTDB id 1132 OK783 RS01905 WP 010951035.1 VCQDPDGNICIIDYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGG 1184
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NTDB id 360941 FAH66 RS05355 WP 137040929.1 GIWKWDIDTALLSTFVERKTNS 1218
NTDB id 1132 OK783 RS01905 WP 010951035.1 GVWRWDIDAAALEQIK...... 1200
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