
logo MKLSKRHTLALGTSVALATLFLALAACDSKSKQAMVEKQQTS IVKPQATDI
S
AALPQAGSALSSLSLAAPSLASAAPQAAEGALNTVEGQVDNYTVLASNRTP IPQQQAGKVI EVLEFFGYFCVPHC

NTDB id 360926 FAH66 RS01005 WP 137040259.1 ......................MKQSIKQTIAALGLSLLSLSAQAATEGVDYTVLSRPIPQQQAGKIEVLEFFGYFCVHC 58
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADS.AQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHC 79
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADS.APAA.SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHC 78
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VANPSVHI FKDAVMYVENQKIKNLQANDPTDENTVFLRKSKWVLSGKEQ

NTDB id 360926 FAH66 RS01005 WP 137040259.1 YHLDPVLLQHSKTFAKDVSLRTEHVVWMPEMLGLAKVAAAVNLSGL..KYQANPVIFKAVYEQKINLADTNVFRSWVGKQ 136
NTDB id 1099 NMB RS01545 WP 002215704.1 AHLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLSEQ 157
NTDB id 1098 NMB RS01465 WP 002224844.1 AHLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQ 158
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logo TSAFDSGKKLVLQATAFYNEASPAEASAQSAARADAQKMEQQELTNEKTYFRQIDESNGTPTVIVGGKYQKVNEFAKNGTDWEKQASGMKNTTIDELQLAIVVDKVLRREEQSKAKSAKPPQL
NTDB id 360926 FAH66 RS01005 WP 137040259.1 TSFDSKKLLQTYNSPAAASAAAKMQQLTETYRIENTPTVIVGGKYKVNFNGTDWKAGMKTIDELIVKVLREQSSKPL 213
NTDB id 1099 NMB RS01545 WP 002215704.1 TAFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFK..DWQSGMTTIDQLVDKVREEQKKPQ. 231
NTDB id 1098 NMB RS01465 WP 002224844.1 TAFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFA..DWESGMNTIDLLADKVREEQKAAQ. 232
consensus !*!!*!!*!*****!*****!**!**!!****!**!!!!!!!!!!*!*! !! *!! !!! !**!!**!!* *

X non conserved

X similar

X ≥ 50% conserved


