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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGY.ENAVNEGAVPTKLS.DVG 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGF.EQAINEGKTPSLTSTDEG 73
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAA.LVA 73
NTDB id 360923 FAH66 RS00345 WP 137040112.1 .......MKAIQKGFSLIELMIVIAIVGILAVIALPAYQDYTARAQVSEAILLMEGQKSAVVEYYADKGKWPKSNE.EAG 72
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNT.SAG 72
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNT.SAG 72
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAA.AKA 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....L.SVG 75
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.ATG 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.ATG 70
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 FTAATSS.............VCATYSI..DAFTETDGAGKITCTLK....GN..PKIATKIVELTRS............. 116
NTDB id 1197 PSJM300 03940 AFN76866.1 YIGITDS.............T...SYC..DVDLDTAADGHIECTAK....GGNAGKFDGKTITLNRT............. 118
NTDB id 1191 AAC28468.1 484..945( ) GNVIFDSA..........NGLDGKYFAPGGVTV.TPDTGAINIAFD.......AGANAGKTMTITPTVIA.........A 126
NTDB id 360923 FAH66 RS00345 WP 137040112.1 IADK..............SIIKGKYVAQVEVGGDGVI....TATMK...SADVNKEIAGKTVSLTPHATTAGATTGATAT 131
NTDB id 1109 OK783 RS10670 WP 157147416.1 VASA..............STIKGKYVQKVEVA.KGVV....TAQMA...STGVNKEIQDKKLSLWAK............R 118
NTDB id 1119 NGFG RS11465 WP 017147169.1 VASP.............PTDIKGKYVKEVEVK.NGVV....TATML...SSGVNNEIKGKKLSLWGR............R 119
NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK...AVP.AAT 146
NTDB id 1424 RS RS02795 WP 011000517.1 SSVF................TPTKNVANLTIAGTGTVPGQITVTY........TTAAGGGTLALVPTAAG..TALPVSSA 129
NTDB id 1274 LPP RS09530 WP 011214168.1 YVSP................AATPNVASIAIG....ANGVITITY........TAAAGGGTIVMTPTLQ........... 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 YVSP................AATPNVQSIAIG....ANGVITITY........TAAAGGGTIIMTPTLQ........... 111
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NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..TDGAWTCVS...................DVPTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1197 PSJM300 03940 AFN76866.1 ..ADGEWSCAS...................TLDAKYKPGKCS............ 139
NTDB id 1191 AAC28468.1 484..945( ) SGQISTWTCAPGA...............ANGIETRRLPTSCQ*........... 153
NTDB id 360923 FAH66 RS00345 WP 137040112.1 ANGSFTWTCTTGK...............TSGVATKFLPSSCRPDEEKPAGKK.. 168
NTDB id 1109 OK783 RS10670 WP 157147416.1 QDGSVKWFCGQPVTRTGDNDDTVA..DANNAIDTKHLPSTCRDESSAT...... 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 ENGSVKWFCGQPVTRADDDTVADA..KDGKEIDTKHLPSTCRDKASDAK..... 166
NTDB id 1188 NELON RS01755 WP 003772458.1 STGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK............ 188
NTDB id 1424 RS RS02795 WP 011000517.1 PSGPIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR............ 168
NTDB id 1274 LPP RS09530 WP 011214168.1 ANGDVTWTCTGG..................TLLAKYRPASCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ANGDVTWTCTGG..................TLLAKYRPASCRP........... 136
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