
logo MKNTKHMLTKLI FIASGLFSVVAATLAAVFQTAFSAGNITDINKVSTSLPDNNKQKI IVKI
V
R
SFDKDEVITVTNPHTGFVTSTSPAR IALDFAENQTNGIRSLMPDQPQV

NTDB id 360921 FAH67 RS11295 WP 003682217.1 MKTKHMTKLFAG.FSVALAVQTAFAGNITDINVSTLPDNQKIIKIRFDKDVTTPHGFVTSTPARIALDFANTNIRLPQPV 79
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTK.LTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQV 79
NTDB id 1092 CAD91899.1 1..2286( ) MNTK.LTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQV 79
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTK.LTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQV 79
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logo LEYADPLLNSQKITSAAQNNSDSRARVLVLGNLNKI
P
S
GQYNTE I

VRGNEKVWVI FVINESTDDQTTVSAAPVAARNPEARVAKATAPAAPAKQQAAAPSTAKRSA
NTDB id 360921 FAH67 RS11295 WP 003682217.1 LEYADPLLNQITAAQNNDRARVVLGLNKISQYNTEIRGNEVWVFVNESTDQTSAAVANERAATP...........STAR. 147
NTDB id 1115 OK783 RS00485 WP 003698035.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA........ 151
NTDB id 1092 CAD91899.1 1..2286( ) LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
NTDB id 1100 NMB RS09455 WP 002225652.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSA 159
consensus !!!!!!!!**!*!!!!**!!!*!!*!!!**!!!!!*!!!*!!*!*!!!*!**!!*******!*!****************

logo

VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAAPAAKAQQTAYAQAASPVASKAQATNIDFRKGDVGRKNSAGI
NTDB id 360921 FAH67 RS11295 WP 003682217.1 ........................................................AAQTYQAVSAANIDFRKGVRNSGI 171
NTDB id 1115 OK783 RS00485 WP 003698035.1 ..............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGI 193
NTDB id 1092 CAD91899.1 1..2286( ) VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGI 231
NTDB id 1100 NMB RS09455 WP 002225652.1 VSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGI 239
consensus ******************************************* * **************!!!!!!***!*!!

logo I ELSAAPLGFSAGQPDIKSQQRHDRHVIVIVTLKNHTLPTAQTALQRSLDVADFNKTPVQNKVTLKR I
L
G
NNSDTQL I IRTNTNTANAGNWDE I

LVNTKKSASASPG
NTDB id 360921 FAH67 RS11295 WP 003682217.1 IELSAPGFSGQPDIKQQRDRVVVTLKNHTLPTQAQRSLDVADFNTPVQNVTLKRIGNSTQLIIRNNNANWDI.NTKASSG 250
NTDB id 1115 OK783 RS00485 WP 003698035.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTT.GNWELVNKSAAPG 272
NTDB id 1092 CAD91899.1 1..2286( ) IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTA.GNWELVNKSAAPG 310
NTDB id 1100 NMB RS09455 WP 002225652.1 IELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTA.GNWELVNKSAAPG 318
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logo

R
YFVTFEQVSLPKAKAQNTLESGGLVNYNANPKSTFKTGRKI SLDFQDI

VEVIRTI LQI LAKESGVMNIVASDTSVKSNGTKMTLSLKDVPWDQALDL
NTDB id 360921 FAH67 RS11295 WP 003682217.1 RFVFEVSPKAANTESGGLNYNANKSFKGRKISLDFQDIEVRTILQILAKESGVNIVASDTVKGTMTLSLKDVPWDQALDL 330
NTDB id 1115 OK783 RS00485 WP 003698035.1 YFTFQVLPKKQNLESGGVN.NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDL 351
NTDB id 1092 CAD91899.1 1..2286( ) YFTFQVLPKKQNLESGGVN.NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDL 389
NTDB id 1100 NMB RS09455 WP 002225652.1 YFTFQVLPKKQNLESGGVN.NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDL 397
consensus *!*!*!*!!**!*!!!!*! !!*!*!*!!!!!!!!!!*!*!!!!!!!!!!!!*!!!!!!*!*!*!!!!!!!!!!!!!!!!

logo VMQARNLDMRRQQGNI IVNIAPRDELLAKDKALFLQAEKEDIAEDLGSALYSQTNFQLKYKNVEEFRKS I LARLDENYADSTNNSTNGTNRNTL ILV
NTDB id 360921 FAH67 RS11295 WP 003682217.1 VMQARNLDMRRQGNIINIAPRDELLAKDKAFLQAEKEIAELGSLYSQTFQLKYKNVEEFRKILRLDEYDSNNSNTRNTLL 410
NTDB id 1115 OK783 RS00485 WP 003698035.1 VMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADT..TGNRNTLV 429
NTDB id 1092 CAD91899.1 1..2286( ) VMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADT..TGNRNTLV 467
NTDB id 1100 NMB RS09455 WP 002225652.1 VMQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADT..TGNRNTLI 475
consensus !!!!!!!!!!*!!!!*!!!!!!!!!!!!!!*!!!!!*!!*!!*!!!!*!!!!!!!!!!!!*!!*!!**!* ***!!!!*



logo SNGRGSAVL IDPGATNTL IVTDNTRGSVI EKFRKL IDELDVPTARQQVMVI EAR IVEAEADTGFFSRNDLGVKFGFAVTGARKKGKSLRKANEWDGTSNAW
F
SNA

NTDB id 360921 FAH67 RS11295 WP 003682217.1 SNRGSALIDPGTNTLIVTDNRGVIEKFRKLIDELDVPTRQVMVEARIVEAEDTFFRNLGVKFGFVGAKGSRAWGSNWSNA 490
NTDB id 1115 OK783 RS00485 WP 003698035.1 SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAF... 506
NTDB id 1092 CAD91899.1 1..2286( ) SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF... 544
NTDB id 1100 NMB RS09455 WP 002225652.1 SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAF... 552
consensus !*!!!*!!!!*!!!!!!!!*!*!!!!!!!!!!!!!!!**!!!*!!!!!!!*!*!*!*!!!!!!**!*!******!**

logo

QTNYSTK
G
F
W
S
G
S
V
D
N
R
SGDFVGDGGYDPDTKWESGLAQEPTNKVI SNLPTVIATAAVANS IASLVRAFI SSGALGNLE I

LSASEESQLGSKPSTKTI
L
S
ANPRVLTQDNRKEAKI E

NTDB id 360921 FAH67 RS11295 WP 003682217.1 QTNYSTKFSSDRGDVDYPTWSLEPNVSLPTAAAVNSIALVRAFSSGALGLEISASEEQGKSKTISNPRVLTQDRKEAKIE 570
NTDB id 1115 OK783 RS00485 WP 003698035.1 ......GWGVNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIE 580
NTDB id 1092 CAD91899.1 1..2286( ) ......GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIE 618
NTDB id 1100 NMB RS09455 WP 002225652.1 ......GWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIE 626
consensus ******!******!*******!!* !!*!!!*!!!!*!!!!!*!!*!!!!***!*!!**!!!!!!!*!!!!!!!

logo SGTYE IPYFQTEVATATSASIASGNGGNSASTSNI
T
T
E
F
LKKAVLGLTVTPNITPDGQI IMTVKINRKDTSP I

A
D
QCTAVSDGSNLNQTTIKLC INSTKHSNLNTQAMVEDNG

NTDB id 360921 FAH67 RS11295 WP 003682217.1 SGTEIPYQEAASSG...ATSITFKKAVLGLTVTPNITPDGQIIMTVKINRDTPIDCTVDSLTTKCINTKHLNTQAMVEDG 647
NTDB id 1115 OK783 RS00485 WP 003698035.1 SGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENG 660
NTDB id 1092 CAD91899.1 1..2286( ) SGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENG 698
NTDB id 1100 NMB RS09455 WP 002225652.1 SGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENG 706
consensus !!*!!!****** ****!****!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!**!*****!**!!*!!*!!!!!!!!*!
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logo GTL IVGGIYEEENDSNTGNATVLNTKVPVLLGDIPVVIGNLFKSTRGKRKETNDRRELL I F ITPHR I IMDGNTVAGNNSLRYO
NTDB id 360921 FAH67 RS11295 WP 003682217.1 GTLIVGGIYEEESTNAVNKVPVLGDIPVVGNLFKSRGKRENRRELLIFITPHIMDNVGNNLRY. 710
NTDB id 1115 OK783 RS00485 WP 003698035.1 GTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) GTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1100 NMB RS09455 WP 002225652.1 GTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
consensus !!!!!!!!!!!***!***!!!*!!!!!!*!!!!!*!!!***!!!!!!!!!!*!* **!!*!!!
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