
logo MKSLRKHTLALGTVSALATLFLALAACDGSSKKQVAQETSVPADSAPQASSSASAAPSAAPAEGPLNTVEGQVNYTVLASNTP IPQQQTAGKI
VEVLEFFGYFCPHCA

NTDB id 360916 FAH67 RS10520 WP 003679275.1 MKLKTLALTSLTLLALAACGKQAETSVPADSAQSSASASAAPAPLTEGVNYTVLSTPIPQQQTGKVEVLEFFGYFCPHCA 80
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA 80
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAPA.ASAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA 79
consensus !!***!!!****!*!!!!! ****!!!!!!!!****!! !!!! ! !!*!!!!!**!!!!!!*!!*!!!!!!!!!!!!!!

logo HLEPVLSKEHAITKSTFKDDMTYMLRTREHVI
VWQGKDEML

K
T
PLARLAAAVDE I

MAAGADSEKSDVKANSHI FDAMVNQKIKNLQANDPTEDVTLKKWLGSEQT
NTDB id 360916 FAH67 RS10520 WP 003679275.1 HLEPVLSEHTKTFKDDTYLRREHVIWGDEMKPLARLAAAVEIAG..ESDKANSHIFDAMVNQKINLADTDTLKKWLSEQT 158
NTDB id 1099 NMB RS01545 WP 002215704.1 HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAG..ESDKANSHIFDAMVNQKINLADTDTLKKWLSEQT 158
NTDB id 1098 NMB RS01465 WP 002224844.1 HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT 159
consensus !!!!!!!*! !*!!!!*!*!*!!!*!**!!**!!!!!!!!**!* **!*!!!!!!!!!!!!!!*!*****!!!!!*!!!

logo AFDGKKVLAAYFESAPESQARADAKQMQEELTENTKFQIDSGTPTVIVGGKYKQVEFAKDWEQSGMNTTIDLQLAVDKVREEQKAKAPQ
NTDB id 360916 FAH67 RS10520 WP 003679275.1 AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ 231
NTDB id 1099 NMB RS01545 WP 002215704.1 AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKPQ 231
NTDB id 1098 NMB RS01465 WP 002224844.1 AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
consensus !!!!!!!!!!*!*!!!!!!!**!*!!!**!!!*!!!!!!!!!!!*!!!*!!*!!!*!!!*!*!!!!!!!!**!
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