
logo MRKRPQI
N
TLTG

T
I
L
I
P
K
T
P
S
D
E
G
RQQRGSYALF IVLMVMVMI

VVI
VAFMLVVTAATQSYNTEQR I SATNDEASDRKLALTSTLAEAALREGEFNQI

V
F
LDI

LEGYTA
NTDB id 360895 FAH67 RS04860 WP 003678964.1 MRRPI...TLIKPERQQGYALFIVLVMMVVIAMLVVTATQSYNTEQRISTNDADRKLATTLAEAALREGENQIFDIEG.. 75
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!** *** ** ** ! ! !!!!!!**!*!*! !!!!! !!!!!!!!!! !* !!!!! *!!!!!!!!!! !* !*! **
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NTDB id 360895 FAH67 RS04860 WP 003678964.1 .EKTAFTAKCEKGLCSTPNVKSNG........DFTEEGNPTVDAWKRKCD.......KSLCIDANGTEYPLDKKSGIVNN 139
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGT.GNVSKM 159
consensus * ! !* !!!!!!* *!!**! ******** ! !!!*! !! !******** !!!! *! !!* * *

logo PRYI I EYLGEKKTNTENGQRI
N
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TYRVTAKAWGKNANTQVVVLQSYVAGNSENDEQ

NTDB id 360895 FAH67 RS04860 WP 003678964.1 PRYIIEYLGKTTEGRITYRVTAKAWGKNANTQVVLQSYVASE... 181
NTDB id 1139 NGFG RS02435 WP 003687918.1 PRYIIEYLGEKNN.QNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !!!!!!!!! * !!!!!!!!!!!!!! !!!!!!!* ***
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