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VKKSDGASPN
NTDB id 360894 FAH67 RS04845 WP 039863486.1 .MYQTQKGFTLIELLIVITIAAVMAVIALPNMNQWIASRRAASQAEQIANLLRFARNEAVRLNLPVYICPVKIKSDGSPN 79
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus ** ! !!!! !!!!!* !!!*!! !!!!!! !!!!!! !!*!!!*!!!!!! ! !!!!!!!!!!!!!! *! !! !!

logo NGRCDNFSQSKYAKGNRGMLAFYAGDKNEGDNKLARYDQNDTVDLVFS ILRS IV I
VLNDGDTDDTDSKR I
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NTDB id 360894 FAH67 RS04845 WP 039863486.1 NGCNSQYAGNGMLAYADKNEDLRYQNDTVDLSIRSIILNGD.TDKVEYSFNYIPIGTKHSAPSSSAAKEEVWWRFLPNGT 158
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQ......PTADRVVWTFNQNGT 154
consensus ! ! ! !!!!**!!! ! !!!!!* *!!**!! * ** ! !!*!* !* ******** * ! ! ! *!!!

logo FGHYLSPTDQNLKDGNKSDKFYQVFYSDGHYIKQI SVLTDAKRSAAVDSADAEDTKKAFRASATVLVL INGSNSGHRVE I
VCARKNDETRAKMVCEKHYTSKE

NTDB id 360894 FAH67 RS04845 WP 039863486.1 FGHST.....DGKDYQFSDGHIKISLTDKSAADAETKKARATVLLINGNGHVEICAKNDERKMCEYTSKE 223
NTDB id 1136 NGFG RS02420 WP 003687912.1 FGYLPDQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH.... 220
consensus !!* ******! * *!!!*! ! !!! ! !! ! !*!!! !*!!*! !!! ! *! *****
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