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NTDB id 360891 FAH67 RS04535 WP 003679084.1 .MNPTDSILSSAADAAIAFFRRHEVQGVSVIEPYVVRLFAALQNGHSFIYLDKEDVDALSNLPNLVGNADKPLILQGRKL 79
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRL 80
consensus * *!! !! !!! ! !* ! !* ** !!! !!!!!!!!! ! ** !!!! !***!! !!!! !!*!

logo FLGRMWQLEHYDLAAVE IKRLAASAEGATESAEPVDNAFAMAGARSKQNSLASDKWFDQGPAKDGSEKEGQRDAAALALLQFNFML
VITGGPGTGKTTTVAKLLAG

NTDB id 360891 FAH67 RS04535 WP 003679084.1 FLGRMWQLEHDLAVEIKRLASAEAEEVNFMAASKSLSDWFDPKDSKEQRDAAALALLQNFMLITGGPGTGKTTTVAKLLG 159
NTDB id 1134 OK783 RS03985 WP 010358120.1 FLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLA 160
consensus !!!!!!!!!*!!! !!!!!! ! * *! ! !! * ! !!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!*

logo L ICGNENNSETKNLPHR IALAAPTGKAAAHMARALHQRAS ILDNGFDALPSEPAS IVKRARHLELKNLEGQTVHRLLKLRSPPKQMQRAPAFDNHREIRYPLAPFLDVL
NTDB id 360891 FAH67 RS04535 WP 003679084.1 LICNNSTKLPRIALAAPTGKAAAHMARALQRALDGFDLSPSIKAHLENLEGQTVHRLLKLRPPQMRPAFNREYPLALDVL 239
NTDB id 1134 OK783 RS03985 WP 010358120.1 LICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVL 240
consensus !!! !!*!!!!!!!!!!!!!!!!!!*! * !!! ** ** !! !!!!!!!!!!!! !! ! *!! * !!* !!!
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VLLGDENQLPSVGI
LGAVLASAVLSQRKPTAVLDGKETAHEQKRLAEGVFYLPENHGFES IVKSAGNQPPQAVLAS

NTDB id 360891 FAH67 RS04535 WP 003679084.1 VVDEASMLDLPLVLDLLRAVPTGCRLVLLGDENQLPSVGLGAVLAALSRPTALDKETAEKLEVYLPNHGFEIKGQPQALS 319
NTDB id 1134 OK783 RS03985 WP 010358120.1 IVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLA 320
consensus *!!!!!!!! *!*! !!*!!*!!*!**!!!!!!!!!!!!*!!!! !! *! !! !!* *! *!! !!! * **!* !

logo QNNTAHKLSTFSHRFGADDNSGIGCLARAAVVSGDEEKGQTAVWAELQFDKRFPDKELEHMKSESCGRSLPKNAEQRVAELRLYQRAKHQKQANYWQAVAKDEGNNI
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NTDB id 360891 FAH67 RS04535 WP 003679084.1 QNNAKLTFSHRFGADSGIGCLARAVVSGEKQTAVEQFDKFPKELEMKSGRLKEQVALLYQKQQNYWQAVAENNVALAYGH 399
NTDB id 1134 OK783 RS03985 WP 010358120.1 QNTAHLSFSHRFGDNSGIGCLARAAVSGDEG.AWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAG 399
consensus !! !*!*!!!!!! !!!!!!!!! !!!* *! !!*!! !!!* * * ! !! * !!!!! * !* !!**
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P IMIRTHQNDYAMLELVFNGDIGL IMEKDEVEGRSLQGNGSLASAYFAPDEAKD
NTDB id 360891 FAH67 RS04535 WP 003679084.1 AADVVVLAAWRQDADDLNQAYQEYLQRQGKVSGETPWFAGQIIMITHNDYMLEVFNGDIGLIMKDEESLNGLSAYFPEKD 479
NTDB id 1134 OK783 RS03985 WP 010358120.1 ISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADAD 479
consensus !*!!!!!!!!!!*! ! !!* !* ! ** * **!!! *!!! *!!! !!*!!!!!!!!! ! ! !!!** !

logo GFKKI
VAI

VSCRLPDEFEPSAFAMTVHKSQGSEYREVWLLPPSDVAPAPSTDTEGDEDEAEALRSGLDSKAELLYTAITRARECKFVFFWGGNAKEKETFLCQA
NTDB id 360891 FAH67 RS04535 WP 003679084.1 GFKKIAISRLPDFESAFAMTVHKSQGSEYREVWLLPPSVPATTEGEEEARGLDKALLYTAITRARECFVFWGNAEELCQA 559
NTDB id 1134 OK783 RS03985 WP 010358120.1 GFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQA 559
consensus !!!!*!*!*!!*!!*!!!!!!!!!!!!!!!!!!!!!!! *** !!** !! ! !!!!!!!!!!!*!!!*! !!!



logo VGNCTHVKQKVRQRTALAGDSAMLEKRWQVFESQESDEQASV
NTDB id 360891 FAH67 RS04535 WP 003679084.1 VGCHQKRRTALADALKWQFEQSDEQASV 587
NTDB id 1134 OK783 RS03985 WP 010358120.1 VNTVKVRQTALGSMLERVFSQE...... 581
consensus ! ** ! !!!* ! ! ! ******
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X ≥ 50% conserved


