
logo MFYLFYQSDNRLESLAAELMCFAR IHQKQAVKSPLDKCSAVLAQPQEEQI
VVVQSQGMRRYLNTVCFFLARDELGVAANLAKFSLPAGLATWKQLMKRKL IVPDGI

V

NTDB id 360883 FAH67 RS00755 WP 003682067.1 MFYLFQSDRLESLAEMCARIHQASPLDSVLAQEEVVVQSQGMRRYLNVFFARELGVAANLKFSLPAGLAWQLMRKLVPDV 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!*!! !!!!!! **!!!* !! * ! *! *!!!!!!!!!!!! * !!*!!!!!!! !!!!!!! ! !!*!!*! *

logo PEPLSPFASPEVMRWRLLDLFRSAEEVFQNTAGAPEFYEDNVRLNKVLEQDSYLGHSGSAESADYQLAGQLMADI FDQYLVYRPDQWIDAWQAQGKR I
LLG

NTDB id 360883 FAH67 RS00755 WP 003682067.1 PPLSPFSPEVMRWRLLDLFRSEVFQTAPEYENVRLKLESYLHSSASADYQLAGQMADIFDQYLVYRPDWIDAWQAGKLLG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus !*!!!! !!!!!!!!!!!!!! !! **!*! !! ! !!*! !!!!!!!!!*!!!!!!!!!!!! !!!!!! !**!!

logo LGDDEDIWQASKRLWRYLDDGRSQSAPHRVALWEKLLAAQLDKDSKVLPEQRFYFVFGI STI
MAPMYLQLLHKQI

LSEKHCDVFVFALNPSGSMQ
NTDB id 360883 FAH67 RS00755 WP 003682067.1 LGDDEDWQARLWRYLDDGSQSAPHRVALWEKLLAQLDKSVLPQRFFVFGISTIAPMYLQLLHQISKHCDVFVFALNPSSQ 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!!!! !! *!!!!!!!! !!!!!!!!!!!!!!! !!! !! !*!!!!!!!*!!!!!!!!! *! !!!!!!!!!!!!

logo

H
YWGENVIDEAEAQI LKGRGDGDEAPDLSTQAGHPLLASLGKQGRDFFDFLNSEMVE I

TEEQDE I
T
P
QVFYEEGGKDRDTLLHACLQNTDIQKNL IKMPSENRLV

NTDB id 360883 FAH67 RS00755 WP 003682067.1 YWGEVIDEAQILKRGDEADLSQAGHPLLASLGKQGRDFFDFLSEVETEQDIQVYEEGKDDTLLHCLQNDIQKLIMPSERL 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
consensus *!! !!* !!!!! ! **!!*!!!!!!!!!!!!!!!!!!!!! !*! ! * *!*!!! !!!!!*!! !!! ! !!!! *

logo

G
Y
Q
S
QEEGEVGVQSALVQVHDADGNPVCVEPDKGLLTDNDGS IVCKIVASAHSPLRELQI LKDEEKLLSKL IVLHQENHNPDWQPHDIAVLTPNI E

NTDB id 360883 FAH67 RS00755 WP 003682067.1 YQQEEGEVGVQSALVQVHDADGNPVCVEPDKLLNDGSVKIVAAHSPLRELQILKEELSLVLQNNPDWQPHDIAVLTPNIE 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 GS.....V.......................GTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIE 372
consensus *****!*********************** !!!**!! !!!!!!!!!!!!* ! *!* *!!!!!!!!!!!!!!!!

logo PYSTPF I EAVFGQAHQAPGASQALPYS IVSDVKI
LSRRQPFLFLYALAECQTVLSDLLESRFEVDGKVLAPLLESTARLPVLQRRFGLSTEGDEDLVPLLHDE

NTDB id 360883 FAH67 RS00755 WP 003682067.1 PYSPFIEAVFGQAHAGSQALPYSISDVKLSRRQPLLYALAQTLDLLESRFEVDKVLPLLESRLVLQRFGLSEEDVPLLHE 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 PYTPFIEAVFGQAQPGAQALPYSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHD 452
consensus !!*!!!!!!!!!!**! !!!!!!*!!!!*!!!!! !!! * !!!!!!!!! !!!*!!!* *!! !!!!* *!*!!!!*

logo

M
TVADGLNVHWGLDGQETMRDGGKTDNQLFTWKQQAAVDERLMAI LGWMLPEGGNGPMWQDGVSAWHYASDNVNQLTADMVFGSGRFAAEFLVERTLASDI

MAAR I
QWQR

NTDB id 360883 FAH67 RS00755 WP 003682067.1 TVAGLNVHWGLDQTMRDGKDNLFTWQQAVERLALGWMLPEGGNGMWQGVSAWHSNVNQLDVFSGFAEFVRTLADMAAQWQ 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 MVADLNVHWGLDGEMRGGTDQLFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWR 532
consensus !! !!!!!!!! !! ! !*!!!! !! *!* !!!!!!!!!!*!!! !!!!* !!! *! !! !* !! !*! !



logo

E
QPANTVEGESWVAQRCHRDLLEKTLFAQAPDGPTDDQKYAKVQNQFLENQAELWAVKWQEEASQTLAEGFDFGLQLPCQKQTVIRHIRRFLDSESEQAGFLRSGGIT

NTDB id 360883 FAH67 RS00755 WP 003682067.1 EPANVESWVQRCHDLLEKLFAPDTDDQYAKQQFEQALAKWQEEAQLAEFDGLLPCKTVIRHIRRFLDSESQAGFLSGGIT 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 QPATVGEWVARCRDLLETLFQAGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGIT 612
consensus !! ! !! !!*!!!! !! * *!!! ! !* !* !!!!! !! ! ! !!* !!!!!!!!!!!!!! !!!! !!!!

logo FCSMVPMRSLPFKMVI
VCLLGLNDGDFPRNTKAAVFDL IVAKHPAKKGDRARRDDDRYLFLEAL I SARDE I

MLYLSYIGRDIRKNDAE
NTDB id 360883 FAH67 RS00755 WP 003682067.1 FCSMVPMRSLPFKMVCLLGLNDGDFPRNTKAAVFDLIAKHPKKGDRARRDDDRYLFLEALISARDMLYLSYIGRDIRNDA 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 FCSMVPMRSLPFKVICLLGLNDGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDE 692
consensus !!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!! !

logo EFLAPSSSL ILGSEL ILDTI
VAAMTGKTNSGSREQLASEQKNWI

V
E
K
H
QHPLQAFSRRYFQEKDGAGLRSDGI

LFGSATRQTDYAADALGNQPTPQAEEPAPQPFFDLEQAPLVES
NTDB id 360883 FAH67 RS00755 WP 003682067.1 EFAPSSLISELLDTIAAMTGKSGRELSEKWVKHHPLQAFSRRYFQKDALSDGLFSARQDYADALNQPQAEAQPFFLEALS 800
NTDB id 1133 OK783 RS06970 WP 010951252.1 ELASSSLLGELIDTVAAMTGTNSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVE 772
consensus ! !*!!!* !!*!!*!!!!! ! ! !* *!!!!!!!!!!!! * !!!*! ! !!! !! !** **!!!! **

logo

N
Q
A
EEPGVAKETIGHQDGEFL IVRSFWRNPVKVWLKQKNQLASWGSEQPHYI

L
D
G
E
GAWEPSAEPFEPQHAEEGQR IADEATYI

L
D
GARREKGEQDFESDQTAAIR I

L
A
NAESL

NTDB id 360883 FAH67 RS00755 WP 003682067.1 QEEPGKTIHQGELVSFWRNPVKVWLKKNLSWGQPYLDGAWESAEPFEPQHEGRIADAYLDARRKGEDFEDTAIRLNAESL 880
NTDB id 1133 OK783 RS06970 WP 010951252.1 NAEPVAEIGQDEFIRFWRNPVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESL 851
consensus * !! !*! ! * !!!!!!!!!! **! ! !** !!!*!!!!!!!! !!* !* !!! ! !! !! !* !!!!

logo

L
MPSVGELGGKLWQKQQSFYQTVASAKNQI

VDATAELVI
L
N
RSDPKLRPPSEFPYAEEIPSFSDDGLQI

VLKQGSTI
LGNLYERCGQRI

V
F
V
F
Y
A
L
N
Y
G
QKDPNAPNQRI

VAFRLLEHL I F
NTDB id 360883 FAH67 RS00755 WP 003682067.1 MPVGELGGLWQKQYQVSAKNVDAELIRSDKRPSEPYEESFDDLVLQGTIGNLYECGRIVFLNQKDNAPNRIARLLEHLIF 960
NTDB id 1133 OK783 RS06970 WP 010951252.1 LPSGELGKLWQQSFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIF 931
consensus *! !!!! !!! *! !!**! ** !*! !* !! * ! *! !**!!!! !! * * !*!!!*!*! !!!!!!!

logo CAVAMPKSESAVAENTRQTFHIVQSLSGEQTETVLYAAE IAGQDQRTAKLEQLLKSEWLMAVFYFNR IGQNRTPLPFFAKTSLAAAEAEFYANKQKEQDWDEAALKRKAHQDT
NTDB id 360883 FAH67 RS00755 WP 003682067.1 CAVAPKSVANRQTHIVSLGQTETYAAIGQQTAKELLKEWLVYFRIGQNTPLPFFAKTSLAAAEEYNKKEDWDAALRKAHD 1040
NTDB id 1133 OK783 RS06970 WP 010951252.1 CAVMPSEAETRQTFIVQSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQT 1011
consensus !!! ! !!!*!! ! !! ! !*! ! !! !!* *! !!!! !!!!!!!!!!!!!! * ! !!*!!!*!!*

logo

A
V
F
Y
N
YGNSKMVSKGQKDEYTEVAKLVFGHNASESEQNSPLDEEQPLFENLAVRVLNLALDVPTLALANAGEVAKGKRETDGTGTAEAQE

NTDB id 360883 FAH67 RS00755 WP 003682067.1 VFNGNKMSKGQKEYTEVKLVFGHSEESPLDEPLFENLVVNLLVPLLNGVAGKTDTTEQE 1099
NTDB id 1133 OK783 RS06970 WP 010951252.1 AYYGSKVSKGQKDYTEVALVFGNASQNPLEQPLFENLARLLADTLAAAEK.REGTGAA. 1068
consensus * ! !*!!!!!*!!!! !!!!* !!* !!!!!! ! *! * ** ! *



X non conserved

X similar

X ≥ 50% conserved


