
logo MKLQSKRHTLALGTSVALATLFLALAACDSKSKQRAIVEKQQTTS IVAPADSALPQASALSSLSLAAPSLAI
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VEGQVDNYTVLASNRTP IPQQQAGKVI EVLEFFGYFCVPHCYA

NTDB id 360881 FAH67 RS00720 WP 003682051.1 MKQ..................RIKQTIAA...LSLSLLSLIAQAATEGVDYTVLSRPIPQQQAGKIEVLEFFGYFCVHCY 59
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA 80
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAPAA.SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA 79
consensus !! * *** * ***** ** ****!*** * *** ****** !!**!!!!* !!!!!!!!!*!!!!!!!!!!*!!*

logo HLDEPVLLSEKQHAISKSTFAKKDDMTVSYMLRRTEHVVWGMQDKPEMKLGPTLAKRVLAAAVDENLMS
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VANPSVHI FKDAVMYVENQKIKNLQANDPTDENATVFLRKSKWVLSGKEQT

NTDB id 360881 FAH67 RS00720 WP 003682051.1 HLDPVLLQHSKTFAKDVSLRTEHVVWMPEMLGLAKVAAAVNLSGL..KYQANPVIFKAVYEQKINLADTNAFRSWVGKQT 137
NTDB id 1099 NMB RS01545 WP 002215704.1 HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTLKKWLSEQT 158
NTDB id 1098 NMB RS01465 WP 002224844.1 HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT 159
consensus !!*!!!* ! !*!**!***!*!!!!! !!* !!**!!!!**** ** !!**!!*!***!!!*!**** ***!***!!
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AFDSGKKLVLQATAFYNEASPAEASAQSAARADAQKMEQQELTNEKTYFRQIDESNGTPTVIVGGKYQKVNEFAKNGTDWEKQASGMKNTTIDELQLAIVVDKVRREEQSKAKSAKPPQL

NTDB id 360881 FAH67 RS00720 WP 003682051.1 GFDSKKLLQTYNSPAAASAAAKMQQLTETYRIENTPTVIVGGKYKVNFNGTDWKAGMKTIDELIVKVRREQSSKPL 213
NTDB id 1099 NMB RS01545 WP 002215704.1 AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFK..DWQSGMTTIDQLVDKVREEQKKPQ. 231
NTDB id 1098 NMB RS01465 WP 002224844.1 AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFA..DWESGMNTIDLLADKVREEQKAAQ. 232
consensus *!!*!!*!*****!*****!**!**!!****!**!!!!!!!!!!*!*! !! *!! !!! !**!!!*!!* *
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