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MSRGGATPYRFLL IRHIVARCGLLFATLKGKTMMKKFLWMI
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NTDB id 1294 VP RS04495 WP 021449594.1 .................................MKWILTLCLVVFAPLSLAADTKADKYEGIEITVNINTASAEEIATML 47
NTDB id 1242 Cj0011c YP 002343483.1 ................................MKKLLFLFFAL..TAFLF.............GAVNINTATLKELK.SL 32
NTDB id 360879 FAH67 RS00705 WP 039863774.1 ................................MKKFLFGAFAAVCAAFSL.............AAVNINTASSVELE.AL 34
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSL.............AAVNINAASQQELE.AL 66
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSL.............AAVNINAASQQELE.AL 66
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSL.............AAVNINAASQQELE.AL 66
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSL.............AAVNINAASQQELE.AL 66
consensus **********************************!*************** **!!!!*!***!** *!

logo

K
N
PGIGEPKAKAQKSAI LVADEYRKQTAKEQHNAGNPAFTKTSAIVAEDEDLTKINKVKGIGEDPKALTVFILEKNAKI

N
L
E
K
A
N
D
D
E
R
Q
I
A
L
T
S
I
L
V
E
S
G
S
A
A
PAPKAGAPQAPKPVLPAVKK

NTDB id 1294 VP RS04495 WP 021449594.1 KGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL.................. 94
NTDB id 1242 Cj0011c YP 002343483.1 NGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE................. 79
NTDB id 360879 FAH67 RS00705 WP 039863774.1 PGIGPAKAKSIVEYRQKNGAFKSVEELKNVKGIGDAVLNKLKAEATVSSAAPKAAQP....AVKK 95
NTDB id 1127 NGFG RS10560 WP 003703428.1 PGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 PGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 PGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 PGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
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