logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
3605
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
62 FA584 RS13715 WP 191342104.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

CAKK._. UKLKK&EEliKﬁfqggg

MAKK. . ... PKKLEEISKKFGA
MAKK. . ... PKKLEEISKKFGA
MAKK..... PKKLEEISKKFGA
MAKK.....

cellee

* %

IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG

NRNI D DD HDDIDI >

.ANQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.AEQK
.TDTR
.VDTQ
.SKLD
.VVEP

EVEQ

.QVEK

QVEK

IEKWNFGKG IM LGENSAIR

TEKSJFGKGEIM
TEKNFGKGEIM
IM G
IEKNFGKG IMRLG
IEK[NFGKG IMRLG
MRLG
MRLG

TEKNJFGKGEIM
A

ok b skxx

LA NES

N B oS v

MRLG

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL LD
GSL LD
GSLELD

NETENENE



MBSO ATkt MR e, odel e L ) A

NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AMFAQKINGGINNAF IDAEHALDPE\YARWALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ARFEAQKINGGIWNAF IDAEHALDPJA\YARWALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFA\QKINGGINNAF IDAEHALDPI\YARWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ARFENQKINGGIWNAF IDAEHALDPJA\YARWALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANFAQKINGGIWNAF IDAEHALDPIA\YARWALGVN DELL SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AMFA\QKINGGINNAF IDAEHALDPE\YARWALGVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ARFAQKINGGIWNAF IDAEHALDPJA\YARWALGVN DELL QPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKIGGINNAF IDAEHALDPE\YARWALGVN DELL SQPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT ARRUQNNGGAFNAF IDAEHALDP\YYAMMLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT JE VJ4Q[eIe T AN IDAEA DPIAYARWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT AWAQKINGGINEAF IDAEHALDP)YY ARALGVNJDELL SQPDIYGEQALEII 152
NTDB id 360562 FA584 RS13715 WP 191342104.1 IEENREEIZNIICIGNE AIRIQINIGGUAMAF DAEHALD|RSY A[GNLGV LL SQPDIIGEQAL I\ 139
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINMOKINGGUASAF IDAEHALDYASY AROYL GV NN D L SQPDRGEQALEI\Y 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINYOKINGGUAMAF IDAEHALDYRsY AJQIL.GV iy L SQPD GEQALEI)S 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ASHL.GV i L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQK\YGGIWNAF IDAEHAJD|UBSY AIRYLG N EL SQPDNGEQALEIJN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQALEI(S 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VISAF DAEHAFDPNY ARSNL GV]Y SQPD GEQALEI[¢ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VMAF DAEHA)IDPNY ARANL G VIQ SQPD GEQALEI([S 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT VISAF DAEHAFDPNY ARSNL GV]Y SQPD GEQALEI[¢ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFIDAEHALDUENY AIINL G VIQ SQPD GEQALETILN 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 [IRESNEEeIAHSISIe) Gl SQPD GEQALEI[¢ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[¢ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDEIGEQALE IJX 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDINGEQALEIFY 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIjS 139
consensus R N B O I S B B IS *x | ! * NN I Plokskokskok Dok DD D D D D |



DDAl

50, v A XM

NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEJVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR . 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBJGLQAR . 231
NTDB id 360562 FA584 RS13715 WP 191342104.1 GDMGDSH G QAR 219
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDMHVGLQAR HES 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219

NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALWYPKAEI G MGD [WgGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWWPKAEI G MGDSH GLQAR |® . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWWPKAEI G MGDSH GLQAR |# . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAEI G MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWWPKAEI G MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALWYPKAEI G MGD HVGLQAR . 218
]

consensus Fok e DDLU TT Lok D Dw ik b Dok Dok D Lok Do b b Lok % %k sk - LLLTk1 Lxlel 0 1Lkl 11 TTIT]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313
3605
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
62 FA584 RS13715 WP 191342104.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

R e NN ek

IMIGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

-— [evi=ci=cii=cli-cli=vli=-]i--li-c == - = ]i-vlt-v -c -c ==~

<< <HHHHHAAS

.L.KQNEQH

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

SLSDTGKIKDKSGEV
CGV..
TGS....
TGS....

EI
EV

Kl LL1 |

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF

GNJAYKAKV KNKVAPPF

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

e

T+

ElS Ly

IM GEGISEMGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
INYGEGIS
IMYGEGIS
IMYG GIS

OUUNXNNXWWNZ

IM GEGIS
M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

[Ci-AASIvIvASIsiSITES]

kkk x| % * %k

Al AN

SDLPEREKIMA{CTANEN(K
SDLDESEKIMA{CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDESEKINACTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDEREKIMA[CTANEN(K

SDLGEREQIMA{CTANEN(N

VIS TISKMGAW S Y|
WD I TINKMIGAW Y S Y
WD I TINKRIGAWY S YI
WD I TINKBIGAWY S Y

312
311
311
311
311
311
311
311
311
292
294
307
294
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
NTDB i
consensus

o Q Bt SEICE 0ot R

1313 DR RS12030 WP 010888966.1 MAAIRAGNAGEAPALAPAPAAPEAA

360562 FA584 RS13715 WP 191342104.1 ET]GRERICRES\VEABNKINIKIHTSLIMEEKEEOATISGNAMVM. . . .. ACGVDDIKE
Cj1673c YP 002345041.1 EGMIS..... GSEDDEGEE
C694 RS00795 WP 000963128.1 ESIESNEEIM. .. .. PLPDEPLEEME
NCTC11637 00359 SQJ03206.1 SNEEIM..... PLPDEPLEEME

RAOC RS04870 WP 004918236.1 = DTREEEGNCGRBT VEELBKBINANNABRMEAKAEKLQAK . . . ... ... . oo

A4U84 RS07560 WP 021112712.1  GTRENERIEGEN\WNVKESRK2\pos A DKIBE (O ERINTLBSNPNSV. . . .. LKATASDSNBESDVEEF. ... ..
NGFG RS03960 WP 003688695.1 GAJGNEIRICHSIN| VIRV WNRK |2\ NS BIoWED A KERHA LNEMEMHIT . . . . . EGTQDETDGER. ...........
NGFG RS03960 WP 003688695.1 GARQNCIN[CICINN VR VERRKIN DRSNS A KINAALNEMEMHIT . . . . . EGTQDETDGER. ...........
0K783 RS03845 WP 003688695.1  GAJGNEIRICISRN VR VIRRKIWINES BDIoweB A KISAA L NEMEMHIT. . . .. EGTQDETDGER. ...........
RS RS02760 WP 011000510.1 GERSCNCERIINCRESARINNAINEARSENKMWAEHLEMTPMGA . . . .. VTLA.EEVE

A1552VC RS01565 WP 000344154.1 GD@NERIGEANACKMRKIAWANIAK TEBKKIIEMLLNPENMQ. . . .. LIAETSSAARDVEFGAV. ... ..
GTF74 RS11550 WP 000344154.1  GDjeNela[edf ANWACKMRKINNIRIAK TEBKKIIEMLLNPENMQ. . . . . LIAETSSAARDVEFGAV......
ACIAD RS06390 WP 004925639.1  GNEQNEIR[eININV I RESHEINNIENNS TINNEA VIRAEQLLTKASDQ. . . . . TAA .HDETEBEPDLL........
ABD1 RS10195 WP 000344167.1 = GNi@NEGRICGEN)\VIRME ER\NEEIABNSSRNBAEQLLTTGTNG. . . . . AVQ.I.EDESEPDLL........
PSJM300 05545 AFN77183.1 GSEQNENEIANYIAKIRREINPRNNG Q2N Q QMAAKLLYTSANT . . . .. KATPVAEDLADADI

* % % % * % ok X * * %

|_V‘ P\J#EV< VE(QQ :,;\A, DEkEEEEVEF _AEKEEA VEE.EV I_DI_;)DE
... TTASKTKAKAKKEEKAVETEEIELELED.

Kw2 RS01765 WP 011675413.1 N LDDSEVAETEEE.

KZH43 RS08665 WP 001085462.1 K IDGEEVSEQDTE....NKK . .PKKEEA.
SPD RS09265 WP 001085462.1 K IDGEEVSEQDTE. .. .NKK . .PKKEEA.
SPR RS08825 WP 001085462.1 K IDGEEVSEQDTE. .. .NKK . .PKKEEA.
SP RS09750 WP 001085462.1 K IDGEEVSEQDTE. .. .NKK . .PKKEEA.
SMSK321 RS11065 WP 001085454.1 K IDGEEAAE........ SKK .. VAQVDS.
SM12261 RS08315 WP 078228268.1 K IDGEEIAE........ SKK .AAQVDS..
Spy49 1753c ACI62003.1 R LEESEEESAMAV. .. .ASE oL Eln
SMU RS09530 WP 002262392.1 K IEEDNTEEKQSS. .. .KEK ....ETDEK.
BSU 16940 NP 389576.2 Q DNNGVVQQQAEE....TQEHL.EFE.E

LCA RS02525 WP 011374196.1 N SDVPEEDLPTTE....DE.QI.NILPDDST

.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVPLDLGDE
.VNEEVTLDLGDE
VNEEVTLDLGDE
TDDLALDLDNG
.ADKNLVLELDDT



logo

LEIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ....... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 LEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 LEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 LEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 LEIEIEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 LEIEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 LEIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 IEIED. . 378
NTDB id 408 SMU RS09530 WP 002262392.1 IELED. . 383
NTDB id 115 BSU 16940 NP 389576.2 ....... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ....... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... 363
NTDB id 360562 FA584 RS13715 WP 191342104.1 ....... 345
NTDB id 1245 Cj1673c YP 002345041.1 ....... 343
NTDB id 1211 C694 RS00795 WP 000963128.1  ....... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ....... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1  ....... 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ....... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ....... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ....... 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1  ....... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ....... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ....... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ....... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ....... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ....... 347
consensus

X non conserved
B similar
> 507 conserved



