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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LKYLLNALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKS 160
NTDB id 360465 FAY30 RS16935 WP 223820795.1 .................MSKYMQRQNKKVVLPIVSAIEILANRIITDAARNQATDIHIIPRKKDTLVQIRLTNKLIPRLS 63
NTDB id 96 BSU 24730 NP 390353.1 .................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRD 47
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQ 240
NTDB id 360465 FAY30 RS16935 WP 223820795.1 LPKDECDRLISHFKFTANMDIGERRRPQSGAIFCE.VDGQLMGLRLSTLPSNNRESLVIRLLPQQ.EQIPFHQLSLFPAM 141
NTDB id 96 BSU 24730 NP 390353.1 MKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLK.LKEGNVHLRMSTLPTINEESLVIRVMPQY.NIPSIDKLSLFPKT 125
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLR 319
NTDB id 360465 FAY30 RS16935 WP 223820795.1 TRKLLALLKHAHGLIIFTGPTGSGKTTTLYSLLNETAHLFHRNVITLEDPIEKNYDSVLQVQVNEKAGVTYAAGLKAILR 221
NTDB id 96 BSU 24730 NP 390353.1 GATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILR 205
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG 399
NTDB id 360465 FAY30 RS16935 WP 223820795.1 HDPDIIMVGEIRDAETAKIAVRAALTGHLVLSTMHTRDAKGAVYRLREFGVNWLEVEQTLIAVTAQRLVELTCPFCEGEC 301
NTDB id 96 BSU 24730 NP 390353.1 HDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGC 285
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 CDE.CYQGYR.GRIGVYQCLSRTAKKF.....DKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE... 461
NTDB id 360465 FAY30 RS16935 WP 223820795.1 SPL.CYSYGRWKRASVFELLSGRNLNTAMKAAKGEKVETHYRTLSKVINKGIALGYIQESEYERLVFADETT 372
NTDB id 96 BSU 24730 NP 390353.1 SSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD. 356
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