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TVNRHAKTAPNPKYLYKLLKKQERASLKQKL IVKNEGKAGKRKIGLHFSKQNPRFNSQQQS
NTDB id 360456 FAY30 RS08275 WP 149869426.1 MKGEHTLNHDQKHPLKKISLTSENLAQAVFIVNRHAKTAPNPKYLYKLKQESLKKLINEGKARKIGLHFSQNPRNSQQQS 80
NTDB id 88 BSU 14020 NP 389285.1 ........MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQS 72
consensus *********! *** ! * *! !!! !!* !!!!!!!!!!!!!!! !! ! !!* !!!**!!!!!!! !!! !!!!!

logo DVL IVESCIGDRYTYFHI
MPPTKAEDFEQDHLPHLGKTLDNGQSVYRNPKAQTLMSLTKTAKHTLLQETYTVGI
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NTDB id 360456 FAY30 RS08275 WP 149869426.1 DVLVECGRYTFHIPPTKADFQDLPHLGKLDGSVRNPKATLSLTTAKTLLQTYTGITEFENHPP.NKRTYQKPIFKKLGEH 159
NTDB id 88 BSU 14020 NP 389285.1 DVLISIGDYYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGES 152
consensus !!!* *! ! !!*!!!! !! *!!!!! ! ! !!!!! *!!! !!*!!! ! !* ! * *!*** * !*!!*!!!!!!*

logo YFS
NTDB id 360456 FAY30 RS08275 WP 149869426.1 YS 161
NTDB id 88 BSU 14020 NP 389285.1 YF 154
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X non conserved

X similar

X ≥ 50% conserved


