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NTDB id 601 KW2 RS02615 WP 021036805.1 ATKAEDFEKAAHFRDQISKLRELQKQ......EVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAH 445
NTDB id 378 SMU RS02690 WP 002263569.1 ATRDEDYEKAAYFRDQIAKYKEMQSA......KLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTR 452
NTDB id 281 KZH43 RS03550 WP 000882517.1 ATREEDFEKAAYFRDQIAKYKEMQKK......KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSH 451
NTDB id 245 SPD RS03860 WP 000882517.1 ATREEDFEKAAYFRDQIAKYKEMQKK......KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSH 451
NTDB id 243 SPR RS03635 WP 000882517.1 ATREEDFEKAAYFRDQIAKYKEMQKK......KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSH 451
NTDB id 241 SP RS04015 WP 000882523.1 ATREEDFEKAAYFRDQIAKYKEMQKK......KITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSH 451
NTDB id 85 BSU 00860 NP 387967.1 AVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSR 509
NTDB id 610 V4T04 RS10165 WP 012897346.1 AVIKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKR 518
NTDB id 287 SP RS11210 WP 001109712.1 ALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKR 513
NTDB id 290 KZH43 RS10025 WP 001109677.1 ALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKR 513
NTDB id 289 SPD RS10700 WP 001109677.1 ALMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKR 513
NTDB id 377 SMU RS09275 WP 002262344.1 ALITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKR 516
NTDB id 297 STER RS00545 WP 011680614.1 ALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKR 519
NTDB id 329 STU RS10020 WP 011225298.1 ALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKR 519
consensus !* ** ** * * **** * ** ***!* * * ****** *! *

logo VVIGQEDAKQDEAI
V
R
V
D
S
A
S
K
V
IASRKAVIRRASNQRAVSGVILAKGRKVDSTKSGHPRKNRPMIGSF ILMFVLGPTGVGKTELTSARKTQALADKIESVE I

V
LFDGDSKSAEESDNASLML

IR I
L
V
FDMSEFYMEKFHASTAVASKRL INVGSA

NTDB id 360455 FAY30 RS08185 WP 149869409.1 VIGQEKAVRKVAKAIRRSRAGLKSKNRPIGSFLFVGPTGVGKTELTKTLAEELFGSKDSMIRLDMSEYMEKHSVSKLIGS 505
NTDB id 601 KW2 RS02615 WP 021036805.1 VIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGA 525
NTDB id 378 SMU RS02690 WP 002263569.1 VIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGA 532
NTDB id 281 KZH43 RS03550 WP 000882517.1 VIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 245 SPD RS03860 WP 000882517.1 VIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 243 SPR RS03635 WP 000882517.1 VIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 241 SP RS04015 WP 000882523.1 VIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGA 531
NTDB id 85 BSU 00860 NP 387967.1 VIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGS 589
NTDB id 610 V4T04 RS10165 WP 012897346.1 VVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGA 598
NTDB id 287 SP RS11210 WP 001109712.1 VIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGA 593
NTDB id 290 KZH43 RS10025 WP 001109677.1 VIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGA 593
NTDB id 289 SPD RS10700 WP 001109677.1 VIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGA 593
NTDB id 377 SMU RS09275 WP 002262344.1 VIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGA 596
NTDB id 297 STER RS00545 WP 011680614.1 VIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGA 599
NTDB id 329 STU RS10020 WP 011225298.1 VIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGA 599
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NTDB id 360455 FAY30 RS08185 WP 149869409.1 PPGYVGHDEAGQLTEKVRRNPYSIILLDEIEKAHPDVQHMFLQILEDGRLTDSQGRIVSFKDTVIIMTSNAGVGH..KNI 583
NTDB id 601 KW2 RS02615 WP 021036805.1 PPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEA 603
NTDB id 378 SMU RS02690 WP 002263569.1 PPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEA 610
NTDB id 281 KZH43 RS03550 WP 000882517.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEA 609
NTDB id 245 SPD RS03860 WP 000882517.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEA 609
NTDB id 243 SPR RS03635 WP 000882517.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEA 609
NTDB id 241 SP RS04015 WP 000882523.1 PPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEA 609
NTDB id 85 BSU 00860 NP 387967.1 PPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNK 669
NTDB id 610 V4T04 RS10165 WP 012897346.1 PPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDK 678
NTDB id 287 SP RS11210 WP 001109712.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 290 KZH43 RS10025 WP 001109677.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 289 SPD RS10700 WP 001109677.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDK 673
NTDB id 377 SMU RS09275 WP 002262344.1 PPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDK 676
NTDB id 297 STER RS00545 WP 011680614.1 PPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDK 679
NTDB id 329 STU RS10020 WP 011225298.1 PPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDK 679
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NTDB id 360455 FAY30 RS08185 WP 149869409.1 HVGFGTTEAV.....EEASILDSLGSFFKPEFLNRFDSIIEFNSLDQEHILTIVDLMVIELQETLKEQNIELSISQESKE 658
NTDB id 601 KW2 RS02615 WP 021036805.1 SVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKE 678
NTDB id 378 SMU RS02690 WP 002263569.1 NVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKE 685
NTDB id 281 KZH43 RS03550 WP 000882517.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 245 SPD RS03860 WP 000882517.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 243 SPR RS03635 WP 000882517.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 241 SP RS04015 WP 000882523.1 SVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKE 684
NTDB id 85 BSU 00860 NP 387967.1 YVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKA 749
NTDB id 610 V4T04 RS10165 WP 012897346.1 TVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVK 758
NTDB id 287 SP RS11210 WP 001109712.1 TVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALK 753
NTDB id 290 KZH43 RS10025 WP 001109677.1 TVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALK 753
NTDB id 289 SPD RS10700 WP 001109677.1 TVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALK 753
NTDB id 377 SMU RS09275 WP 002262344.1 TVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALK 756
NTDB id 297 STER RS00545 WP 011680614.1 TVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALK 759
NTDB id 329 STU RS10020 WP 011225298.1 TVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALK 759
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NTDB id 360455 FAY30 RS08185 WP 149869409.1 TLAELGYHPAFGARPLRRVIQEQLEDKIADFILEVPDSKKL.AAIVENGELKVISEGIT.VN......... 718
NTDB id 601 KW2 RS02615 WP 021036805.1 KLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 KLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 KLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 85 BSU 00860 NP 387967.1 KVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 LIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 287 SP RS11210 WP 001109712.1 LLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 LLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 LLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
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