
logo MIGDQRI
VKKQFYRKLEKGKMYSLSELAEKQAGVAKSYLSS ILERNLQKTNPS IQFLEKI

V
A
SAVLDNLVPSVEHHTL ILDHEKQHI ETEDYDKDGQTLDSEWEMKN

NTDB id 360443 FAY30 RS06030 WP 149869033.1 MIGDRVKKFRLEKKMSLSELAEQAGVAKSYLSSLERNLQKNPSIQFLEKIAAVLNLPVEHLIHEQI...DKDTLDSEWMN 77
NTDB id 81 BSU 24610 NP 390341.1 MIGQRIKQYRKEKGYSLSELAEKAGVAKSYLSSIERNLQTNPSIQFLEKVSAVLDVSVHTLLDEKHETEYDGQLDSEWEK 80
consensus !!! !*! *! !! !!!!!!! !!!!!!!!!!*!!!!! !!!!!!!!!* !!! **!**!**! **** !!!!!

logo LVKRDEAMS
TSGVSKDKQFRDEFLDEFYNQKWR I

K
N
SQKNENEND

NTDB id 360443 FAY30 RS06030 WP 149869033.1 LVKEAMSSGVSKDQFRDFLEFNKWRINQNNND 109
NTDB id 81 BSU 24610 NP 390341.1 LVRDAMTSGVSKKQFREFLDYQKWRKSQKEE. 111
consensus !!**!!*!!!!! !!!*!!***!!! ! *

X non conserved

X similar

X ≥ 50% conserved


