
logo MYIEQKNLAELKTNSYRNYDEEHALEFLVEQFENKVNVI ILGENAQGKTNLVMEAS IYVLASMAKSHRTASNSDKEL IRWDKMDEYAKR I EGRVMQKQHNGSAS
NTDB id 360433 FAY30 RS00020 WP 149868011.1 MYIEKLALKNYRNYEELFVEFENKVNVILGENAQGKTNVMESIYVLAMAKSHRTASDKELIRWDMEYARIEGRVQKQHSS 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !!! ! ! !!!!** * !!!!!!!!*!!!!!!!!!*!! !!!! !!!!!!! !!!!!!!! *!!*!!!!! !!*

logo

I
LPLMEQLLVI SKKGKKAGKCVNHI EQQKLSQYVGANLMNTVI

VMFAPEDLNI
LVKGSPQVRRRF ILDME IGQVSPVYLHDLMSLQYQKI LQSQR

NTDB id 360433 FAY30 RS00020 WP 149868011.1 LPLELLISKKGKKAKCNHIEQQKLSQYVGNMNVVMFAPEDLNIVKGSPQVRRRFIDMEIGQVSPVYLHDMSQYQKILQQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus *!* !*!!!!!!!*!*!!!!!!!!!!!!! *! *!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!*! !!!!! !!

logo NHFYLKMQLMQI
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NTDB id 360433 FAY30 RS00020 WP 149868011.1 NHYLKMMQIKKQTDMTMLEILTEQFIQMAVKIVKRRFEFLKLLENWAKPIHQGISRGLETLEITYKPSVEVLEEQDLSKM 240
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKI 240
consensus !!*!! *! *!!!! !!!**!!*! * *! !*! *! ! !! !! !!! !!!!!!! ! * !** **! ** !!!!*

logo

G
I
A
DSFYEQEAKFASKLVRELKRE I ERGTVTLFSGPHRDDLVLFFYVNGRDVQTFYGSQGQQRTTALSLVKLAE IDEL IHENE IGEYP I LLLDDVLS

NTDB id 360433 FAY30 RS00020 WP 149868011.1 IASFEEKFAKVRLREIERGTTLFGPHRDDLLFFVNGRDVQTFGSQGQQRTTALSVKLAEIELIHNEIGEYPILLLDDVLS 320
NTDB id 353 BSU 00040 NP 387885.1 GDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
consensus !* ! ! !*! *!!!!! !! !!!!!!*!!*!!!!!!!!*!!!!!!!!!!!!*!!!!!*!!! !!!!!!!!!!!!!!!

logo ELDDYRQSHLLHNTIQGKRVQTFVTTTSVDEGIDHEQTLREQAGSMTF IRVEQNSGAVLMQVKV
NTDB id 360433 FAY30 RS00020 WP 149868011.1 ELDDYRQSHLLNTIQGKVQTFVTTTSVEGIDHQTLREASTFIVESGVMQKV 371
NTDB id 353 BSU 00040 NP 387885.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK. 370
consensus !!!!!!!!!!!*!!!!*!!!!!!!!!!*!!!! !!! ! ! ! ! * !*
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