
logo MKTALI LIVTF ILFLVI FGCLVIVVI
FHELFGHF IFFAKRSGI LVREFAIGMGPKI FSAHRTDGKSDGTLVYTIR I LPMLGGYVRMAGMWGEEDETVTDELIPKPT

NTDB id 360304 FA707 RS07820 WP 136953701.1 MKTLLVFIFVFGLIVVIHELGHFIFAKRSGILVREFAIGMGPKIFSHRDKSGTLYTIRILPMGGYVRMAGMGEEEVDLPP 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!****!***!**!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!**!*!!*!!!!!!!*!!!!!!!!*!!*******

logo GKSPLASVLETLNGAKEDGHKVARR INTLSSDKRVQTVLDTQNTGAI
LPMENLVLTEAAYDLEDKLFTIKTGYLVNLGEQTETKTYVEVDHDATI IVEEDGTEVLR IAPLKDVQ

NTDB id 360304 FA707 RS07820 WP 136953701.1 GKPLSVELNAEGHVARINTSSKVTLTNGIPMELLEADLEDKLFIKGYVNGEQETTYVVDHDATIIEEDGTEVRIAPLDVQ 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET.KTYEVDHDATIVEEDGTELRIAPKDVQ 159
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET.KTYEVDHDATIVEEDGTELRIAPKDVQ 159
consensus !*!*!**!***!*!*!!!*!*********!!*****!!!!!!*!*!*!*!!* *!!*!!!!!!!*!!!!!!*!!!!*!!!
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NTDB id 360304 FA707 RS07820 WP 136953701.1 FQSAKLYQRMLTNFAGPLFNFILTFALFLLVIFMQGGAMSSDPSSTIGSVQVDSPADKAGLKPDDRILSIDGVKVAEFTE 240
NTDB id 323 STU RS10650 WP 011225396.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTS..TNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTS..TNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus *!*!****!**!!!!!!**!!!!****!****!*!!!***** *****!*****!***!!!**!*!**!***!!*****
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KRSDNNGQEQETLINS IVTKPEQEKVTEDGSNQEGRSYMF ILGVSPGVTL IKTGLKKDLKSI FGEGKFKVAAFLQQMTAKWAESGALT

NTDB id 360304 FA707 RS07820 WP 136953701.1 IGEVIAETKDK.....ALEVVIQR.DNQEQTLNITPEKVTEDGNERYMIGVSPGTI..LKKLSFGEKFKVAALQTKASAL 312
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK....SQGSYFLGVSPVLKTGLKDKIFGG.....FQMAWEGAT 308
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE....SQGSYFLGVSPVLKTGLKDKIFGG.....FQMAWEGAT 308
consensus **!***!***!******!*!***!***!!*!****!** ****!**!!!!*****!!***!!* *******!*
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M
Y
FQAMSSAEQLASNEQSSGLVITS I LSDFL IMAGMLSVINLGIMFNLLIP IPMALDGGKLI LVFMNIVI EGAIRRKPLN

NTDB id 360304 FA707 RS07820 WP 136953701.1 TIFNALKDLIGGFSLDKLGGPVMIYQASSELSNQSLVTILSFIAMLSVNLGIMNLLPIPMLDGGKLLFNIVEGIRRKPLN 392
NTDB id 323 STU RS10650 WP 011225396.1 AILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 AILATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus *!***!!*!!**!!!*!!!!!!***!*!***!***!**!!****!!!*!!!!*!!*!!!*!!!!!***!!*!*!!!!!!!

logo QE I EMSKYITLASGAVVALVLMI
V
G
VL IMVI LAVTWNDIMRFALFGFR

NTDB id 360304 FA707 RS07820 WP 136953701.1 QEIEMKITLASAVLLIGLIVLVTWNDIMRFLGR 425
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus !!!!**!!!!*******!***!!!!!!!!***
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