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NTDB id 124 BSU 16930 NP 389575.2 MEFPKKAEIIAVGSELLLGQIANTNAQFISKQLAEIGVNVFYHTAVGDNPERLKQVIRIAEERSDFIIFSGGLGPTKDDL 80
NTDB id 360284 FA707 RS01345 WP 136954142.1 ....MRAEIIAVGTELLMGQVVNTNATFLSDQLTGLGYGVYYQTVVGDNVGRLRECLALASQRSELIVLTGGLGPTEDDL 76
NTDB id 462 GPW51 RS00385 WP 012774894.1 ....MKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTEDDL 76
NTDB id 412 SMU RS09535 WP 002262393.1 ....MKSEIIAVGTEILTGQIVNTNSQFLSEKFAELGIDVYFQTAVGDNEERLLSVLKIAKERSDLIVLCGGLGPTEDDL 76
NTDB id 170 SP RS09755 WP 000642718.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 280 KZH43 RS08670 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 205 SPR RS08830 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 239 SPD RS09270 WP 000642701.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 510 SM12261 RS08320 WP 000642690.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
consensus ***!*!!!!*!*!*!!**!!!**!*!******!**!***!*!!!!* !!******!**!!******!!!!*!*!!!

logo TRKEQTI
LADNTKTFLKGVRKDNPEALEVI

L
F
N
D
D
K
E
P
E
L
T
V

Q
G
A
F
L
M

Q
A
Q
T
E
R
S
K
I
L
E
D
D
E
R
V
I
H
Y
FFKTARQSLQTRKPGTDSRYMTVAMVRSTEPNNRECKRQVALQLSVI LIVAVEGSADHTQIATVPLASQPNHKPEAFTGMLAPVGDMGFMILKI

T
Y
L
Q
E
A
H
Q
V
A
E
D
S
G
QP
R
V
A
Y
TYI

L
M
V
L
VLPGPPS

NTDB id 124 BSU 16930 NP 389575.2 TKETIANTLGRPLVLNDEAFQSIEDYFKRTK.RTMSPNNRKQALVIEGSDVLANHFGMAPGMLTEHES.RYYMLLPGPPS 158
NTDB id 360284 FA707 RS01345 WP 136954142.1 TRETLADFLGVDLEIDEVGLTKIERHFTLQK.RVVTENNRKQALSLVGSHTLQNPTGLAVGDFYQQAGQPAYLLLPGPPS 155
NTDB id 462 GPW51 RS00385 WP 012774894.1 TKQTLATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDG.VTYIVLPGPPS 155
NTDB id 412 SMU RS09535 WP 002262393.1 TKQTLAKFLKRELVFDKTAQERLDEFFASRPTSMRTPNNECQAQIIAGSQPLSNKTGLAVGGLLEADG.VTYVVLPGPPS 155
NTDB id 170 SP RS09755 WP 000642718.1 TKQTLAKFLGKALVFDPQAQEKLDIFFTLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDG.VTYVVLPGPPS 155
NTDB id 280 KZH43 RS08670 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDG.VTYVVLPGPPS 155
NTDB id 205 SPR RS08830 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDG.VTYVVLPGPPS 155
NTDB id 239 SPD RS09270 WP 000642701.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQVQIVEGAIPLPNETGLAVGGKLEVDG.VTYVVLPGPPS 155
NTDB id 538 SMSK321 RS11060 WP 000642686.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQIVEGATPLPNETGLAVGGILEVDG.VTYVVLPGPPS 155
NTDB id 510 SM12261 RS08320 WP 000642690.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQLVEGAIPLPNETGLAVGGILEVDG.VTYVVLPGPPS 155
consensus !**!*!**!** !*************!**********!!**!*****!***!*!**!*!*!******* **!**!!!!!!

logo EMLRKAPMF
V
E
N
S
L
K
E
N
A
S
E
Q
A
L
K
V
LPYLKLKLSMEQKKYLMGPQSTNQSGQTESQSKI

L
H
V
YSTRVVLRFFGIGESHQLEVATDVLI LEHSANDEIVL IATDAEKQNQI

T
N
DPTI

LAPLYAAKDPVTNGEVRTI
LRLTSAVTQKHAAHTSRDSEQAKEQETADENLRSQ

NTDB id 124 BSU 16930 NP 389575.2 ELRPMFENEAKPLLLKKMGSNEKIVSTVLRFFGIGESQLEADLEDIIDAQTNPTIAPLAADGEVTLRLTAKHADEKETER 238
NTDB id 360284 FA707 RS01345 WP 136954142.1 EMKPMFLEAAVPLLKEYLPQSTSLYSRVVRFFGIGESQLVTLLSNEITQQTNPTIAPYAAPNEVRLRLTVQASDEAQANQ 235
NTDB id 462 GPW51 RS00385 WP 012774894.1 ELKAMFSESLLPLLSQ...SQQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEANL 232
NTDB id 412 SMU RS09535 WP 002262393.1 ELKPMVNKELLPYLSK...TSEKLYSRVLRFFGIGESHLVTLLHDLIAEQTDPTIAPYAKTGEVTIRLSTKAHRQKEADS 232
NTDB id 170 SP RS09755 WP 000642718.1 ELKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 280 KZH43 RS08670 WP 000642700.1 ELKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 205 SPR RS08830 WP 000642700.1 ELKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 239 SPD RS09270 WP 000642701.1 ELKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ELKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 510 SM12261 RS08320 WP 000642690.1 ELKPMVLNQLLPKLM....TGSKLHSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
consensus !***!******!*!* ******!*!*!!!!!!!!*!***!***!**!**!!*!!*!***!!**!!************



logo

K
R
L
V
ALKNDEKQTITLEEKANDKRVQI IMLAEQTGDHIVRCAVDQTFEGLIKNSLAGRENDLYFFCYAGYDGEDEANTSLPVAKQSTVEI LTVAFSVDIKTELRAECLARKKERAKQHRGAIQKTVI STAI

S
V
A
V
AEQSFGLTGAGLLVFSQESAESWRTLVGSTAKLDNAHLFALSAGDAVQSDEKPSLVYI FASVEKGGKVF IVCVTGY

NTDB id 124 BSU 16930 NP 389575.2 LLKETEAVILERV.......GEFFYGYD.DTSLVKELSIACKEKGITISAAESFTGGLFSEWLTDHSGASKLFAGGVVCY 310
NTDB id 360284 FA707 RS01345 WP 136954142.1 LLDTLEARIMAVA.......GNYFYGYGEDNSLVQETVKALREAHATVAVAESLTAGLVQSSLGKLSGVSEVFVGGFVTY 308
NTDB id 462 GPW51 RS00385 WP 012774894.1 RLNQLEEDILQHD.....KLADYFYAYGEDNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVVG 307
NTDB id 412 SMU RS09535 WP 002262393.1 KLDKLEKKIITID.....NLADYFYGYGEENSLPQVVFDLLKEKGKTITAAESLTAGLFQARLADFAGASDIFKGGFITY 307
NTDB id 170 SP RS09755 WP 000642718.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTY 311
NTDB id 280 KZH43 RS08670 WP 000642700.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 205 SPR RS08830 WP 000642700.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 239 SPD RS09270 WP 000642701.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 538 SMSK321 RS11060 WP 000642686.1 VLDILENQILGRQTFEGLSLRDLCYGYGEEASLASIVVEELKKQGKTITAAESLTAGLFQATVADFSGASSIFKGGFVTY 311
NTDB id 510 SM12261 RS08320 WP 000642690.1 VLDILENQILGRQTFEGLSLRDLCYGYGEETSLASIVVEELKRQGKTITSAESLTAGLFQARVADFSGASSIFKGGFVTY 311
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NTDB id 124 BSU 16930 NP 389575.2 TNDVKQNVLGVKKETLDRFGAVSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGKEEVHEFHF 390
NTDB id 360284 FA707 RS01345 WP 136954142.1 SNEMKEQLLGVKAATLAEHGAVSRECAIEMASNTRRLTGADYALSLTGVAGPNEVEGQPVGTTWLALAKPDGSIMSEAFR 388
NTDB id 462 GPW51 RS00385 WP 012774894.1 QLGIES.................GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSGISQKEIDL 369
NTDB id 412 SMU RS09535 WP 002262393.1 SIEEKARMLGIPFEDLQLHGVVSAFTAEKMAERSRQLTQADLAISLTGVAGPDSLEGQPAGTVFIGLSSSKRTMAIKVLI 387
NTDB id 170 SP RS09755 WP 000642718.1 SLEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNI 391
NTDB id 280 KZH43 RS08670 WP 000642700.1 SLEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNI 391
NTDB id 205 SPR RS08830 WP 000642700.1 SLEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNI 391
NTDB id 239 SPD RS09270 WP 000642701.1 SLEEKSRMLDIPAKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIKVNI 391
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLEEKSKMLDIPVKDLEEQGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQEHGTKVIKVNI 391
NTDB id 510 SM12261 RS08320 WP 000642690.1 SLEEKSKMLDIPVKDLEEQGVVSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQGTEVIKVNI 391
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NTDB id 124 BSU 16930 NP 389575.2 .AGSRTGIRKRGAKYGCHLILK.LLEQK... 416
NTDB id 360284 FA707 RS01345 WP 136954142.1 FTRHREYIQHSAMMNALNMLRLELLNKK... 416
NTDB id 462 GPW51 RS00385 WP 012774894.1 GGYSWQYLRQLACLQAWDFVRNTL....... 393
NTDB id 412 SMU RS09535 WP 002262393.1 GGRSRSDVRYIAVLHAFNLVRQTLLSHKNLV 418
NTDB id 170 SP RS09755 WP 000642718.1 GGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 GGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 205 SPR RS08830 WP 000642700.1 GGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 239 SPD RS09270 WP 000642701.1 GGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 GGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 GGRSRADVRHIAVMHAFNLVRKALLSD.... 418
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