logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id

A

583 DLJ51 RS09560 WP 002962590.1
624 LCA RS00040 WP 011373726.1

112 BSU 36310 NP 391512.2

360260 FA954 RS01390 WP 037998204 .1
113 BSU 40900 NP 391970.1

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1

VILVGRLT

V LVGRLT

583 DLJ51 RS09560 WP 002962590.1
624 LCA RS00040 WP 011373726.1

112 BSU 36310 NP 391512.2

360260 FA954 RS01390 WP 037998204 .1
113 BSU 40900 NP 391970.1

1103 NMB RS07590 WP 002212976.1
1131 NGFG RS05740 WP 003695064 .1
1390 A4U84 RS00055 WP 021115958.1

RF
RF
QF

QDRﬁTTE Q&R V!
consensus * % %k * * | * kkkkk k ok

583 DLJ51 RS09560 WP 002962590.1  ................. V PF
624 LCA RS00040 WP 011373726.1 .AANNTQADPFANNEQA DDD PF
112 BSU 36310 NP 391512.2
360260 FA954 RS01390 WP 037998204.1 .SQNTPLDDPFADDEQ)X
113 BSU 40900 NP 391970.1 .QGNSFNDDPFANDEKIX
1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQPVPABAJY
1131 NGFG RS05740 WP 003695064 .1 QEAPAAPRRQPVPARAIY
1390 A4U84 RS00055 WP 021115958.1 .TRPQPAQKPAAQAEPJ

consensus * * >k * ok k

X non conserved
B similar
>50% conserved

Releie st Bl

S

PREKAAD

PRNRNAESG
NGGGSGS

131
170
113
154
172
174
174
180

AT ERTy el

TS

L

1

.\i‘\/

g e Rodbvealid Ll

T B A A NN ey QERY BN B RUENNAL S

GGRNENSG G
GGINENSG .G
SRSSGGDFG

RAQRALRENNGASDLTD .................................
SRTTTEQRQ.DGASQNFNSN.SNGSQ ........ QSGFTSPEQTGNAP. ..
....FGASD...... ... ..... NSRNG. .. .. NSY.
....YNEG SGGGQ.YFGGGQNDNPFGGN@NNQRRN .
...EEGYG@S....... QEAYQRPAQQSR PASDAPSHP
.DEGYGES....... QEAYQRPAQQSRE@PAPDAPSHP

.GSGWNEAPAQTNYNQGGYSDNYAQNNMFNGGNA. . .

* *

121
144
113
128
146
147
147
154



