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NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..................................................................................... 0
NTDB id 1272 LPP RS04360 WP 010946546.1 ..................................................................................... 0
NTDB id 595 KW2 RS08725 WP 021037687.1 ...MEKI...LDKLKEYWKIMLLVVCALIAGGIFYIFTNSP....KPAETLSVENLSSSSTKSSVS.....KFNSSSSEKNKNEI 70
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAIILAASAAVFTAIMIFLATG....KNKE....PVKQAVPT....ETENTVVKQEANNDESNETI 62
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSKNKGPV 85
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSKNKGPV 85
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................................... 0
consensus * ** ** * * *
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KLKQTMDEGKLQETSKLFMVLVIVYFLVI FPFHKVSKSGEQESAKSTENASNVSVEEQPSQTKDTSPGPI ETGGVGSNSVQSHFNSVDQKAGILKNSTGQATNVFGLTKLSNVFGKNAPTG
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ......................................MKARLIAIL..LSFIVIPFSSQAENEPQKTP........AKQVLVKG 37
NTDB id 1272 LPP RS04360 WP 010946546.1 ......................................MKARLIAIL..LSFIVIPFSSQAENEPQKTP........AKQVLVKG 37
NTDB id 595 KW2 RS08725 WP 021037687.1 MVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPTGSSVSNQISTTSGP 155
NTDB id 105 BSU 25590 NP 390437.1 VIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQ...GGGGSVQSDG..GKGA 142
NTDB id 36 MW RS08230 WP 001793467.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQ...IGVNSVHVKNGNTNNT 166
NTDB id 20 SA RS08005 WP 001802022.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQ...IEVNSVHVKNGNTNNT 166
NTDB id 1242 Cj0011c YP 002343483.1 ................................................MKKLLFLF....................FALTAFLFG 17
consensus ******* * ** * * *** * * * ** *** * * ***** ** *** ** *
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NTDB id 1249 GCO85 RS04230 WP 010946546.1 KINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1272 LPP RS04360 WP 010946546.1 KINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 595 KW2 RS08725 WP 021037687.1 KVNINKADLTELQ.KLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKL....KDEISID 218
NTDB id 105 BSU 25590 NP 390437.1 LVNINTATLEELQ.GISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKI....KSSITVK 205
NTDB id 36 MW RS08230 WP 001793467.1 KVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKL....KSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 KVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKL....KSYFTI. 228
NTDB id 1242 Cj0011c YP 002343483.1 AVNINTATLKELK.SLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKI....KNDITIE 79
consensus **!*!*!** *! ** !*! *! *!***! ****! ***** *!*!*! ****!* ! ***

X non conserved

X similar

X ≥ 50% conserved


