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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 35978 VB87 RS05595 WP 012915565.1 .MARGINKVILVGNLGNDPDTKYTQSGMAITRVSLATTSVRKDR.DGNQQERTEWHRVVFFGKLGEIAGEYLRKGSSVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
consensus **!!!!**!*!!*!!*******!*!* ****!!*****!* !** !*!!!!*********!*!!*!!*!!* !!*

logo EGKQSR I
L
K
R
Q
Y
S
T
D
RKW

Y
T
Q
D
G
K
Q
N
S
DGVIQDEKRTYTASYTEDVIQVGVAQGYNGDNI

V
E
L
MKQMLDGSGRAGSNQSEQGNGSDGFMGPAGAGPMNQYDEGQSEGMSGGWNDN

Q
Y
A
R
V
G
Q
P
A
S
R
Q
S
T
E
N
A
P
Y
N
P
Q
Q
R
G
P
G
S
W
Y
A
G
S
Q
D
Q
E
N
P
S
Q
Y
R
A
Q
Q
P
N
A
K
N
P
S
N
Q
D
F
H
M
A
G
N
Q
P
G
S
G
H
G
N
P
A
M
Q

NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ..PM 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 35978 VB87 RS05595 WP 012915565.1 EGSLRYDKYTGQDGVEKYSTDIVA....DEMQMLGGRGEGSGGGGMSGG...DRPSRSAPPR....QER...SDMGGGGQ 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG...YGQSQEAYQRP.AQQSRQPASDAPSHPQ 148
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG...YGQSQEAYQRP.AQQSRQPAPDAPSHPQ 148
consensus !!*****!*****!********** ***!!**! ******* ** **** **** * **** * **
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q.QSAPQQYSQPQYNEPPM.DFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 T.RPQPAQKPAAQAEPPMD.NFDDDIPF 180
NTDB id 35978 VB87 RS05595 WP 012915565.1 D.YAPRRQQPSPSHSAPMDDFADDDIPF 171
NTDB id 1103 NMB RS07590 WP 002212976.1 EAPAAPRRQPVPA.AAPVE.DIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 EAPAAPRRQPVPA.AAPVE.DIDDDIPF 174
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