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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT..TENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTG 168
NTDB id 35977 VB87 RS03790 WP 012915196.1 FGSMDLAVEALKAGAFDFVSKPVDIQILRGLVKHALELNNATRAAAPIPAPEHASRLLGASAAMEALRNTIAKVARNQAPVYILG 169
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAPV.....DNRLLGESPPMRALRNQIGKLARSQAPVYISG 163
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLL 253
NTDB id 35977 VB87 RS03790 WP 012915196.1 ESGVGKELVARTIHEQSARAVGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADQAGLFQAAHGGTLFLDEVAELPLPMQVKLL 254
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLL 248
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK 338
NTDB id 35977 VB87 RS03790 WP 012915196.1 RAIQEKSVRPVGAATEVPVDVRILSATHKDLADLVAEGRFRHDLYYRINVIELRVPPLRERASDLPHLAAAILLRLAKSHDRPAP 339
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAA 333
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQA.VK.KLPSEGLER 421
NTDB id 35977 VB87 RS03790 WP 012915196.1 LLSSSALDALSGYAFPGNVRELENILERALAMADDDQIDAADLRLPQPGN.......SARAAAEAAPALPPGVVDIDPGSSALPT 417
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPG.......ASQEGAAS...........LSEIDNLED 400
consensus !* ! * ! ** !!!!!!!!*!**!!!*** *!**!* *!*** * ** ** * * * * * ***!*

logo YI
LEDNQLI EKRADKAILLI LMQKNQALNEMENTHRWNKRTALRTAAAKQKQRLGI

L
MTFRASMLRYKRLKKFLGI

L
M

E
D
TETEQEV

NTDB id 1045 H0N27 RS16330 WP 168727019.1 YLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 35977 VB87 RS03790 WP 012915196.1 YIEQLERAAIQKALEENRWNKTRTAAQLGITFRALRYKLKKLGME....... 462
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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