
logo MAIKRRSGSENNQGNLNPSPNQQVKPPSDKELLRKSPRENEVI
L
L
PQESNRPSTSTEPELTENQSNQEADSLRPQRLADYIGQKRDLKAEVLAR IA I EQAAKQGQRGQEAI

MDHLLLYGPPG
NTDB id 35946 DACSA RS17570 WP 015231032.1 MAIRRSSEQGNPPQQPPKERKPRNELLQSNPTTEETNSNEDSLRPQRLADYIGQKDLKAVLAIAIEAAKQRGEAMDHLLLYGPPG 85
NTDB id 1421 SGL RS14255 WP 010873577.1 MAIKRSGNNNLSPNVKSDLLSP.EVIPQERSTSPELEQQEASLRPQRLADYIGQRDLKEVLRIAIQAAQGRQEAIDHLLLYGPPG 84
consensus !!!*!! * *!* ** !* **! *!**! *! !!!!!!!!!!!!!*!!! !! !!! !! ! !!*!!!!!!!!!!

logo LGKTTLMASL I LAETEMGQVNRCKITAAPALERPRDITGLLLVANLNQPGDI
VLF IVDE IHRLNR I

LTEELLYPAMEDFGRLDITMVGKGQSAKTVRS IL
NTDB id 35946 DACSA RS17570 WP 015231032.1 LGKTTMSLILATEMGVNCKITAAPALERPRDITGLLVNLNPGDVLFVDEIHRLNRITEELLYPAMEDGRLDITVGKGQSAKTRSI 170
NTDB id 1421 SGL RS14255 WP 010873577.1 LGKTTLALILAEEMQVRCKITAAPALERPRDITGLLLALQPGDILFIDEIHRLNRLTEELLYPAMEDFRLDITMGKGQSAKVRSL 169
consensus !!!!!* !!!! !! ! !!!!!!!!!!!!!!!!!!!* !*!!!*!!*!!!!!!!!*!!!!!!!!!!! !!!!!*!!!!!!! !!*

logo

K
PLAPHPFTLVGATTKRVGSLTASPLRDRFGLMIQRLQRFYELVDELQTEQI IVLRTAGQI

VLESTVES I SVPRETGAEIAE IAMTRASRGTPR IANRLLKRVRDYAQ
NTDB id 35946 DACSA RS17570 WP 015231032.1 PLPPFTLVGATTRVGSLTAPLRDRFGMIQRLQFYELDELTEIVLRTAQVLETEIVREGAIEIATRSRGTPRIANRLLKRVRDYAQ 255
NTDB id 1421 SGL RS14255 WP 010873577.1 KLAHFTLVGATTKVGSLTSPLRDRFGLIQRLRFYEVDELQQIILRTAGILSVSISPTGAEAIAMRARGTPRIANRLLKRVRDYAQ 254
consensus *!* !!!!!!!!*!!!!! !!!!!!!*!!!! !!!*!!! !*!!!! *! ! * !! !! ! !!!!!!!!!!!!!!!!!!!

logo VKNQLQGPEVIDGAPAELVAASEALDELFYQVDKQMRGLDWTDRLLVLNQTLMIDEQFHQGGPTVGLDEAIAGAATGEDAR I
KTI EDEVYEPYLLQIGFYLAQRTPSRGR I

M
A
V

NTDB id 35946 DACSA RS17570 WP 015231032.1 VKNLGVIGAEVAAEALELFQVDQMGLDWTDRLLLNTMIDQFHGGPVGLDAIGAATGEDRITIEDVYEPYLLQIGFLQRTPRGRMV 340
NTDB id 1421 SGL RS14255 WP 010873577.1 VKQQPEIDPALASEALDLYQVDKRGLDWTDRLVLQTLIEQFQGGPTGLEAIAAATGEDAKTIEEVYEPYLLQIGYLARTSRGRIA 339
consensus !!* * ! * *! !!!*!*!!! !!!!!!!!*!*!*!*!!*!!! !!*!!*!!!!!! !!!*!!!!!!!!!!*! !!*!!!*

logo TDTAKAMYEKHLGLYTPPTPLLPWKES
NTDB id 35946 DACSA RS17570 WP 015231032.1 TDKAMKHLGY............ 350
NTDB id 1421 SGL RS14255 WP 010873577.1 TTAAYEHLGLTPPTPLLPWKES 361
consensus ! ! !!! ************

X non conserved
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X ≥ 50% conserved


