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VFETENGKQIAVDPSPALMAEQI IQEQALLASAENSGKIKNTVKSKQ
NTDB id 35916 CAL6303 RS23490 WP 015200326.1 MVKSFNNFFGKSNQGVGIELSPQRVNVARLRKQKQGLKLDSLTSVPVPEGVFTNGQIADPPAMAQIIQQALAASKIKVSK 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! !!* !!!*!**! !!!!! ! ! ! !! * **!!!*! ! ! !*!!*! !!! ! !

logo VATAVAPGMRDEAS I IVRLMI
LPVPASELDDEKNELRDEMVLNHEAAGLYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVQVLLVATRKRE I

VTDSTY
NTDB id 35916 CAL6303 RS23490 WP 015200326.1 VATAVAGRDSIVRLIPVPSELDDKELREMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVATRKEITDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!!!* !* !*!**!!! !!!* !!!*!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!!*!*!!*!

logo
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VDVLE INSFAL IRTIREQLRQFGSPSQREAAVLVDI EFDSTE IA I IVVDNGVPQFSRTVP IGTLYQMQNTALSRAMN
NTDB id 35916 CAL6303 RS23490 WP 015200326.1 VRTFEQAGLQIDVLEINSFALIRTIREQLRQFSPQEAAVLVDIEFDSTEIAIVVNGVPQFSRTVPIGTLQMQTALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus * !! !!!!!*!!!!!!!!!!!!!!!!!!!!! * !!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!! !!! !!!!!!!

logo LPPSRDNLPE I
LLQGMTIPSVTPQFVDETMNKSTGQGQTAS IVNPGMANALMMRVLMGELTDELRRS IDNFYLNQSEENLELVAVQI

LLLAGPGGGLMIQLD
NTDB id 35916 CAL6303 RS23490 WP 015200326.1 LPPSRDLELLQGMTIPSTPVETNKTGQTSINPGMAAMMRVLGELTDELRRSIDFYLNQSENLEVAQILLAGPGGGMIQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!!!! *!*!!!!!!! !* *! ! ! *!!!! !*!!!*!!!!!!!!!!! !!!!!!! !!* !*!!!!!!!!*!!!!

logo EFYFTQRLS ILPTTVKQIDPFVEGASLAI
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NTDB id 35916 CAL6303 RS23490 WP 015200326.1 EFFTQRLSLPTTQIDPVGSLALQIDEEKYPYTQRPGLGIVLGLGMREA 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!*!! !!! !!* ! * ** !! !* !!!!!*!!!
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