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NTDB id 422 SGO RS10255 WP 012131059.1 MNEQFLESAEFYQKRYHNFASCLIVPSLILLVFLVGFSMLAKKEITISSRASVEASRVLAQIQSTSNQPIIANHLAENKE 80
NTDB id 358809 E8M05 RS10205 WP 231557406.1 ................................................................................ 0
NTDB id 404 SMU RS08660 WP 002263739.1 MNPNLFKSAEFYRRRYHNFATVLIIPLVCLLVFLFIFLLFAKKEVTVLSDGEISPIKVIDVIQSKSDYPISENNLTDNHA 80
NTDB id 359 SMU RS01430 WP 002263524.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
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logo VEKKRGEDLVL I EQYASVENVENPGAAESGNPANTQREQGQTEGKFNQKNSNQS INQLDL ILQNKDEQQRSKQGKNRKELQNETLRSSLESGRKENKQFTEPDSYGYEQSFKDYQNQVESMQQTNSKNSVKHNQQKN
NTDB id 422 SGO RS10255 WP 012131059.1 VKKGELLIQYAVEGEGAQEQKFSSQLDLLKDQKGKLETLRSSLESGRNQFTEPDSYGYEQSFKDYQNQVESMTSSVNQQN 160
NTDB id 358809 E8M05 RS10205 WP 231557406.1 ................................................................................ 0
NTDB id 404 SMU RS08660 WP 002263739.1 VKKRDVLIQYVNPAANTRQGGNNQN...QNQSQNKQN.........KNQ......................QQNNKNQKN 126
NTDB id 359 SMU RS01430 WP 002263524.1 VEKGDVLIEYSENASPNRQTEQKNI...IKERQKREE.........KEK.........................KKHQK. 122
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NTDB id 422 SGO RS10255 WP 012131059.1 ATIASQNAAASQSQAELGGVISDVDSKLNDHRNLKNAIQSGVGIDASHPLHSLYQSYRDQLSLAEDKATAQSQIVAQLDG 240
NTDB id 358809 E8M05 RS10205 WP 231557406.1 ................................................................................ 0
NTDB id 404 SMU RS08660 WP 002263739.1 GNQGQKNQNQNQ..............NKKDQKNNNQSQQNKQGQ......................KKTNQSQNQQNKN. 169
NTDB id 359 SMU RS01430 WP 002263524.1 ..........SK..............KKKKSKS.................................K..KASKDKK.... 139
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NTDB id 422 SGO RS10255 WP 012131059.1 QISQLEATAATYRVQYAGAGAQQAYASNLSSQLASLKAQYLVKVGQELTTLTQQILEAESNLKLQETVSKRGQILAEMDG 320
NTDB id 358809 E8M05 RS10205 WP 231557406.1 .........................................................MQAQLDQTNLSKADTVLKASQSG 23
NTDB id 404 SMU RS08660 WP 002263739.1 ........QNKNQSQNKQNG.....................................NQNQ.NNWNQNNQNDKVTASQDG 203
NTDB id 359 SMU RS01430 WP 002263524.1 ...........KKSKDKESS..........................................SDDENETKKVSIFASEDG 166
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NTDB id 422 SGO RS10255 WP 012131059.1 LLHLNPEVQGSTLVAEGTALAQIYPKITNERKIKIVTYVSSKDVSTIKNGDKVRFITADDANKQMILTSQISSIDANATQ 400
NTDB id 358809 E8M05 RS10205 WP 231557406.1 ILHVSDEFEGQTLLPQGSQIAEIYPDIAKTQQVAIRYYVDSTHVSQLKKGQTVRLTLEKISNHAIVITGKISKIASSATQ 103
NTDB id 404 SMU RS08660 WP 002263739.1 VIHTNPKYEGENLIPRGTEIAQLYPDINKTRQVLITYYVSSKDVTRLKQGQKTHLALTKVGNDQISIRGKINSIASAATT 283
NTDB id 359 SMU RS01430 WP 002263524.1 IIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARLSLEKKGNDKVVIEGKINNVASSATT 246
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NTDB id 422 SGO RS10255 WP 012131059.1 TKQGNFFKVECEMAVSKDQAKKLRYGLEGKFVMVTGEKTYFSYYMEKFFNLG.. 452
NTDB id 358809 E8M05 RS10205 WP 231557406.1 TKEGNIFEVTALATVDKQDSSKLKYGLQGKTISTIGKKTFFNYYKDKLLKDF.. 155
NTDB id 404 SMU RS08660 WP 002263739.1 TKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEKKTFFDYYKDKLLNKNQK 337
NTDB id 359 SMU RS01430 WP 002263524.1 TKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN 300
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