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M FEKIENAYJSL L NpsQ® ENj L TH YDALIEQN |JYLGAEGAH ¥ EWANNIBKLRQLEL KEEWRR FQFIFIKA[€Q
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

AL B o ST LD

QLQ NHQFTPD IGFI L L ENLT B4 D EIGSGTGNLA Tjj NNSSK@ Y GIEVDDLLIDLSASIA V DS|y
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDITIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS

SR S e L S AT

J\ F QEDAVRPQILNESDVIISDLPVGFYPNDINTAISRYISVA BINSXHTYAHHLLMEQSLKYLKK G A FLAPVBELLTSIMQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

s A

SILLKNWLIY pg¥yI AVI LPE IF|§ I\ NRKSIFVLKKQ IQ JE FVYPL DLQSMENLIRFIGEFRKWKYDN NINSS
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VF s
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN V|
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NVI 323
317
317

X non conserved
B similar
> 50% conserved
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