
logo MNTKAPNVASDLSASHTPMMQQYWRLKNREQHPDQLMFYRMGDFYE I
LFYDEDAKKAAAKLLDITLTARGQSAGQTAIPMACGIPFYHASAEGY

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 MNKAVSDLSSHTPMMQQYWRLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQAIPMCGIPYHAAEGY 80
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGY 80
consensus ! !* !!! !!!!!!!!!!!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!!*!!!*! !!!!

logo LAKRLVKLGESVVICEQI
VGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAAVLVGDERLFGLASVLDIATSGNRFSVLQE

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 LAKLVKLGESVVICEQVGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAAVLGDERLFGLAVLDITSGNFSVLE 160
NTDB id 1201 CAH03854.1 414..2993( ) LARLVKLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQE 160
consensus !!*!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!! !!!! !! !!! !

logo

I
LKGWENTLLAELERLVNSPAVELL IPDDWPKQDGLPALEKRRGVRRRAPWDFDERDSAFLKSLCQQFSTQDLKGFGCENLTLAIGAAGC

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 IKGWENLLAELERVNPVELLIPDDWPKDLPAEKRRGVRRRAPWDFERDSALKSLCQQFSTQDLKGFGCENLTLAIGAAGC 240
NTDB id 1201 CAH03854.1 414..2993( ) LKGWETLLAELERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGC 240
consensus *!!!! !!!!!!!* ! !!!!!!!!! !! !!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLAYAKETQRTALPHLRSLRHERLADDTVI
VLDGASRRNLELDTVNLASGGRDNTLQSVMVDRCQTAMGSRLLTRWLNRPLRDNLRET

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 LLAYAKETQRTALPHLRSLRHERLDDTVVLDGASRRNLELDTNLAGGRDNTLQSVVDRCQTAMGSRLLTRWLNRPLRDLT 320
NTDB id 1201 CAH03854.1 414..2993( ) LLAYAKETQRTALPHLRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNRE 320
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo

I
VLELARQDSS ITCLLDEGHYRFEQRLQPQLKDE IGDI

LER I LAR IGLRNARPRDLARLRDALAGALPEQLQAVAGMQTDELEVAPHLLQEQLASTI
S
I
T

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 VLLARQSSITCLLDGYRFERLQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPELQVAMTELEAPHLQQLASIT 400
NTDB id 1201 CAH03854.1 414..2993( ) ILEARQDSITCLLEHYRFEQLQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSI 400
consensus *! !!! !!!!!!**!!!! !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! *! *! !!!! !!*

logo STYPELAAELLAEKRAI IDNPPAVIRDGGVLKTGYDPSELDELQSLSENAGQFYL IMDLEATREKARTGLASHNLKVGYNR I
VHGYF I EL

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 STYPELAALLEKAIIDNPPAVIRDGGVLKTGYDSELDELQSLSENAGQFLIDLEAREKARTGLSHLKVGYNRIHGYFIEL 480
NTDB id 1201 CAH03854.1 414..2993( ) STYPELAELLARAIIDNPPAVIRDGGVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIEL 480
consensus !!!!!!! !! *!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!*!!! !!!!!!!! *!!!!!!!*!!!!!!!

logo PSKQAESAPADYIRRQTLKGAERF ITPELKAEFEDKALSAKSRALAREKLMLYDEAELLEDML IAGHQLAPPLQDESTAAGALAELDMVLSN
NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 PSKQAESAPADYIRRQTLKGAERFITPELKAFEDKALSAKSRALAREKMLYEALLEDLIAQLPPLQDTAGALAELDVLSN 560
NTDB id 1201 CAH03854.1 414..2993( ) PSKQAESAPADYIRRQTLKGAERFITPELKEFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSN 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!* !!! !!**!*!!!**!*!!!!!!*!!!



logo LAERALNLDLNCRPRFVESEQPCMRI ESQGRHPVVEQVLETTPFVANDLGSLDDANTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIG
NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 LAERALNLDLNCPRFVSEPCMRISQGRHPVVEQVLTTPFVANDLSLDDNTRMLVITGPNMGGKSTYMRQTALIVLLAHIG 640
NTDB id 1201 CAH03854.1 414..2993( ) LAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVLETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIG 640
consensus !!!!!!!!!!!*!!!! !!!!! !!!!!!!!!!! !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo SFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSETANI LHNASTDERSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAHK
NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 SFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSETANILHNATERSLVLMDEVGRGTSTFDGLSLAWAAAERLAH 720
NTDB id 1201 CAH03854.1 414..2993( ) SFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSETANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAK 720
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*

logo LRAFYTLFATHYFELTVLPEASEQPLVVANVHLNSATEHNER IVFLHHVLPGPASQSYGLAVAQLAGVPGSEVIQTRARDEHLSRLEDT
NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 LRAYTLFATHYFELTVLPEAQPLVANVHLNATEHNERIVFLHHVLPGPASQSYGLAVAQLAGVPSEVITRAREHLSRLED 800
NTDB id 1201 CAH03854.1 414..2993( ) LRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVLPGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLET 800
consensus !!!*!!!!!!!!!!!!!!! !*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!*!!!!!!

<0

logo TASLPSHEASPAR I
P
A
T
K
PGKQPAPVPMQQSDLMFASLPHPVLEELAGKR I

L
D
N
L
PDDMVTPRQRALELMLYSTLKTR IO

NTDB id 35851 PPUTUW4 RS05735 WP 015093783.1 TALPHESPAPAKGKPAVPQQSDLFASLPHPVLEELAKLDLDDMTPRRALEMLYTLKTRI. 859
NTDB id 1201 CAH03854.1 414..2993( ) TSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALELLYSLKTRI* 859
consensus ! !*!! ! * *! !!*! !!!*!!!!!!!!!!!!*** *!!*!!! !!!*!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


