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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFE.QAINEGKTPSLTSTDEG 73
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFE.QAISEGHTPSLVSSLPG 75
NTDB id 1365 NTHI RS01955 WP 011271973.1 ..MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTNCT...GG 75
NTDB id 1354 HI 0299 AAC21963.1 ..MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTSCT...GG 75
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 358410 E5843 RS11900 WP 141066024.1 .......MKKMQKGFTLIELMIVVAIIAILAAIALPAYQDYTIRAKVSEGIVAAAPAKLAVAETAQSRGILATAVTDNAL 73
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.. 69
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAAT.. 69
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NTDB id 1197 PSJM300 03940 AFN76866.1 YIGITD........STSYCDVDL..DTAADGHIECTAKG.GNAGKFDGKTITLNR.............TADGEWSCAST. 128
NTDB id 1204 PSJM300 03935 AFN76865.1 FIGIGA........STNYCTVTL..IATATGSITCTTQN.GMPDRFNGKTITIAR.............TTDGLWDCTSD. 130
NTDB id 1365 NTHI RS01955 WP 011271973.1 KNGIAA...DITTAKGYVKSVT.....TSNGAITVKGDGTLANM.....EYILQ.........ATGNAATGVTWTTTCK. 132
NTDB id 1354 HI 0299 AAC21963.1 KNGIAA...DIKTAKGYVASVI.....TQSGGITVKGNGTLANM.....EYILQ.........AKGNAAAGVTWTTTCK. 132
NTDB id 1191 AAC28468.1 484..945( ) NVIFDS...ANGLDGKYFAPGGVTV.TPDTGAINIAFDA.GA...NAGKTMTITPTV.......IAASGQISTWTCAPG. 138
NTDB id 1109 OK783 RS10670 WP 157147416.1 ASA.ST......IKGKYVQKVE.....VAKGVVTAQMASTGVNKEIQDKKLSL..........WAKRQDGSVKWFCGQPV 131
NTDB id 1119 NGFG RS11465 WP 017147169.1 ASPPTD......IKGKYVKEVE.....VKNGVVTATMLSSGVNNEIKGKKLSL..........WGRRENGSVKWFCGQPV 132
NTDB id 1424 RS RS02795 WP 011000517.1 G....S...SVFTPTKNVANLTIAGTGTVPGQITVTYT..TA...AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQN 142
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATATCGASS..AGQIIVTMD.TTK...AKGANITLTP..........TYASGAVTWKCTTT. 135
NTDB id 358410 E5843 RS11900 WP 141066024.1 A.......GITSQQTTNVASVTV.ANG....VITVVTRATGA...TVEPTLVFTPT........QADLNAPITWVCTHS. 129
NTDB id 1274 LPP RS09530 WP 011214168.1 G.......YVSPAATPNVASIAIGANG....VITITYTAA.....AGGGTIVMTP.........TLQANGDVTWTCTGG. 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 G.......YVSPAATPNVQSIAIGANG....VITITYTAA.....AGGGTIIMTP.........TLQANGDVTWTCTGG. 123
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NTDB id 1197 PSJM300 03940 AFN76866.1 ................LDAKYKPGKCS......... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 ................LDSRYKPGKCL......... 141
NTDB id 1365 NTHI RS01955 WP 011271973.1 ...............GTDASLFPANFCGSVTQ.... 149
NTDB id 1354 HI 0299 AAC21963.1 ...............GTDASLFPANFCGSVTK.... 149
NTDB id 1191 AAC28468.1 484..945( ) ............AANGIETRRLPTSCQ*........ 153
NTDB id 1109 OK783 RS10670 WP 157147416.1 TRTGDNDDTVADANNAIDTKHLPSTCRDESSAT... 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 TRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK.. 166
NTDB id 1424 RS RS02795 WP 011000517.1 KAQAASS.VAPSGTMSLAAKYAPAECR......... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ................SDKKYVPSECRG........ 147
NTDB id 358410 E5843 RS11900 WP 141066024.1 ...............TGEAKHVPASCRSSSAAPAGP 150
NTDB id 1274 LPP RS09530 WP 011214168.1 ...............TLLAKYRPASCRP........ 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...............TLLAKYRPASCRP........ 136
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