
logo MKKSTLCLSFFLLSTFLS INPLQALVI ELLDEE IKATSPSHSKGTFKAKR I
V
L
TDSKNEKPKRQVLGTVYKNI SPHKQKLTLTITHIASKTAE I

N
S
VYQPLDNDE

NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 MKKTLCLSFLLSL.IPLQALVIELLDEIKASSSKGTFKARITDSNEPKQVLGTYKISPHQKLTLTITHIAKENSYQPLND 79
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDE 80
consensus !!!*!!!!! !* * !!!!!!!!!!*!!! !**!!!!!!** !! !*!!!! ! !!!! !!!!!!!!! !!!! *

logo KLPSLETTLNPNRPSTVIPRNTQIVFSSKELWKDEPSHYLPHNQMNAPSLNQAPPKMQKLPQNKPSHYSSQQPQSKQNFSYPVDYEPNPKLGNSKNVSKNNSFLLAQ
NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 KPSLETTLNPNRSVIPRNTQIVFSSKEWKDPYLNQNASLQPPKQKLQNKSYSSQQPQK.FSYVDYPNKLNSKVSKNNFLA 158
NTDB id 1207 C694 RS07860 WP 000749005.1 KLSLETTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYP..EPKLGSKNSKNSLLQ 158
consensus !*!!!!!!!!!!* !!!!!!!!!!!!! !*****! *!!**! !!*!!!**!!!!! *!!!*****!! !! !!! !

logo PLANI
TPKSKTI

K
G
S
E
PTNRETTQTPTNDTKPPL IKHSESNSESDNQEGNSGNI

LF IMTVPPQTEKTLPPSNNNTPSNADI
T
N
SENNENSNENKDNVEKQAIRDAPNIK

NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 PLNTPKTKGETRT.....NDT....ISENSNQGNGIFMVPQTEKTPSNNNTPNADTNENNENNENKDNVEKQAIRDPNIK 229
NTDB id 1207 C694 RS07860 WP 000749005.1 PLAIPSKISPTNETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLP.NNTSNADISENNESNENKDNVEKQAIRDANIK 237
consensus !! ! *! *****!!!**** * ! *!* !*!!!!***!!!*!!! !!!! !!!!!!!!!!!!!!*!!!

logo EFACGKWVYDDENLQAYRPS I LKRVDEDKQTATDITPCDYSNTAENKSGKI ITPYTKI SVHKTEPLEEPQTFEAKNNFATI L
NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 EFACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSNAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFTIL 309
NTDB id 1207 C694 RS07860 WP 000749005.1 EFACGKWVYDDENLQAYRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAIL 317
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo QARSSTEKCKRARAKRKDGTTRQCYLVI EEPLKQAWESEQYEQITSTQLVKAI
VYERPKQDDQVEPTFYETNSELASYSSTRKSE I

V
K
T
H
Q

NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 QARSSTEKCKRARKRKDGTTRQCYVIEEPLKQAWESQYQITSQLVKAVYERPKQDDQVEPTFYETNELSYSSTRKSEVKQ 389
NTDB id 1207 C694 RS07860 WP 000749005.1 QARSSTEKCKRARARKDGTTRQCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITH 397
consensus !!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!! ! !!*!!!!!*!!!!!!!!!!!!!!!!! !! !!!!!!!!* *

logo NELKNLDNENKFMEFVEVYEGHYLNDI IVKESSEYKEWVKNHVRFLKEGVCMAVLE I EEKQPRAKSTPLS IVENSKRVVCVKKGNYLFN
NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 NELKLDNKFMEFVEVYEGHYLNDIVKESSEYKEWVKNHVRLKEGVCMVLEIEEKPRAKSTPLSVENSKVVCVKKGNYLFN 469
NTDB id 1207 C694 RS07860 WP 000749005.1 NELNLNEKFMEFVEVYEGHYLNDIIKESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFN 477
consensus !!! ! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!! !!!!! !!!!!!!!!*!!!*!!!!!!!!!!!!

logo

E
K
I
V

NTDB id 35837 HPAKL86 RS00280 WP 015086547.1 KI 471
NTDB id 1207 C694 RS07860 WP 000749005.1 EV 479
consensus *



X non conserved

X similar

X ≥ 50% conserved


