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VLKYTVNQDEAMQGQHDDI ITNKPSEKKTEDESLEVIRLKCGSLFI

NTDB id 358364 SB21 RS14845 WP 020954300.1 DLEDEDNKQALWMKIDRSEALSAAFSLYTAGLQGINSINMNPFILSYILKYTQDAMQGQHDDIINKPEKEDESLEVIRLKCGSLF 170
NTDB id 93 BSU 31710 NP 391049.2 DLEDEDNHHALWMKINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLI 152
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NTDB id 358364 SB21 RS14845 WP 020954300.1 DKNNFIQTLTDAGVTQYVSVLHQLYKQKCENAIEKLNLETSKIDKLKKYVVNRGIEV..... 312
NTDB id 93 BSU 31710 NP 391049.2 DKEKFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT 299
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