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NTDB id 407 SMU RS04605 WP 002262865.1 SGSLIT{eaRA V 275
NTDB id 525 SMSK321 RS06295 WP 000705298.1 RIERIRNICER): 277
NTDB id 267 KZH43 RS05590 WP 000705306.1 SGSLIT{eaA 277
NTDB id 226 SPD RS05990 WP 000705306.1 SGSLIT{HNNA 277
NTDB id 192 SPR RS05715 WP 000705306.1 SGSLIT{eNHA 277
NTDB id 157 SP RS06205 WP 000705306.1 SGSLIT{eaRA 277
NTDB id 497 SM12261 RS05565 WP 000705318.1 SGSLIT{gNHA 277
NTDB id 358306 PSLO01 RS09920 WP 267903735.1 107
NTDB id 626 LCA RS04960 WP 011374694.1 281
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