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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALA...PVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 358219 E6B08 RS08230 WP 136913563.1 MRTGMFALALGLLALGFLPALPSVGWLWLMLLGGIVCAC...........TRLWP....LGCFLLGLCWACWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP...........FRWRP....LAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 358219 E6B08 RS08230 WP 136913563.1 RLAPVLDGRTVWLEGKVVGLPNRSAQGVRFELEQPRS.RRARLPERIQVSWFE....................GPAVQAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 358219 E6B08 RS08230 WP 136913563.1 ERWRLAVTLQRPAGLSNPHGPDRQAQLLARGIGATGTVKAGEVVDAA..............APGWRHALRERLLAVDAH. 189
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAH. 191
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 358219 E6B08 RS08230 WP 136913563.1 GREAVLVALVLGDGSGLARQDWQVLQATGTVHLLVISGQHIGLVAGLVYALVVGLVRCGLWPRR.........WPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 GRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR.........LPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 358219 E6B08 RS08230 WP 136913563.1 CGLAMSAALAYGWLAGAGVPVQRACLMLAVVLVWRLRFRHLGAFFPWLLALVLVLLVEPLAALLPGFWLSFAAVAVLIYC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL. 476
NTDB id 358219 E6B08 RS08230 WP 136913563.1 FSAR..............LGGWRPWQAWTRAQWVIAIGLLPVLLATGLPVSLSAPLANLLAVPWISLAVLPLALLGTALL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 358219 E6B08 RS08230 WP 136913563.1 PLAGIGEALLWLAGGSLDLLLRGLTLLAQWRPAWEPPALPLWAWALVCLGALLLLLPRGVP...LRGLGGVMLLAL.WVP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 358219 E6B08 RS08230 WP 136913563.1 RDEVPPGHVEVWQLDVGQGLAVLLRTRNHTLLYDAGPAFGDN.DLGERVVLPTLRKLGIRHLDVMLISHAHADHSGGAPA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 358219 E6B08 RS08230 WP 136913563.1 IHRGLPVARVLAGEPEA.......LAQALRAQACSNDDSWEWDGVRFSSWRWA......DGQSSNDRSCVLLVEAQGERL 628
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 358219 E6B08 RS08230 WP 136913563.1 LLAGDMEAGAERAWLAAT..DEPRIDWLQSPHHGSRSSSTEAFVRATAPRGVLISRGRHNGFGHPHAQVIERYRRHGVAV 706
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETR..GDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 358219 E6B08 RS08230 WP 136913563.1 HDTAVDGALRLMLGREGEVEGV....RGQRRWWRVE................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGARRM....RDEPRFWREK................. 741
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