
logo MRALL IGFVAGCMALQMTRPALAVPVWQPALLGLACLLAMALWLRRGAGRLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 MRALLIGFVAGCMALQMRPALVPVWQPALLGLACLLAMAWLRRGGRLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PAEWEGKDIRATGI
VVAELPEVTEDATRFLFR I ESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW

NTDB id 358101 E7Z57 RS03125 WP 138928457.1 PEWEGKDIRATGIVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
consensus ! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

Q
RLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNAVLMGEADAGASDGVGLRVERWRAAVRRHLLAALPEARYA

NTDB id 358101 E7Z57 RS03125 WP 138928457.1 RLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNVLMGEADAGADVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo PVIVALVVGDQSGIAQADWERFRRTGI SHLVS I SGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALWVALVDPWAVMSAGGWLSFGAVAVI FLAAR I
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAAWVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
VAADEARDDGVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLPLFQRQVSVVSAVANALAIPVVSFVTTPLALMGATALPAEPW

NTDB id 358101 E7Z57 RS03125 WP 138928457.1 AAAEARDDGRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLPLFRQVSVVSAVANALAIPVVSFVTTPLALMGAALPAPW 480
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPW 480
consensus !!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!

logo SQPVLAIWAEASFAWLMPWLDAVLALPDGGWSMVWVAPAAPAWAWGLAVAVGVPLLLVPGGHYRAWAWRAQGATVLLLPMLLARAPAP
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 SQPVLAWAEASFAWLMPWLDVLALPDWSMWVAPAAPAWAWGLAVAGVPLLLVPGGHRAWAWRAQGTVLLLPMLLARAPAP 560
NTDB id 1426 RS RS05575 WP 011001070.1 SQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAP 560
consensus !!!!! !!!!!!!!!!!!!! !!!! !*!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!



logo PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVI
VSHEDSDHAGGTETVMAG

NTDB id 358101 E7Z57 RS03125 WP 138928457.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVISHEDSDHAGGTETVMAG 640
NTDB id 1426 RS RS05575 WP 011001070.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo VPVRTMLASLPPGHGRLERQARALGI EPAGCVAGQRWAWDGVAFE I LHYPVQVPSDRAAVSSNARSCVLR IANARYAAMLAG
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 VPVRTMLASLPPGHRLERQARALGIEPAGCVAGQRWAWDGVAFEILHPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
NTDB id 1426 RS RS05575 WP 011001070.1 VPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DIGRAQEAAL IAAEATPERLMADI LLVPHHGSRTSSSGAFLDAVSAPQVAVFQVGYRNRYGHPHPQVWQRYGARGI ERLRTD
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 DIGRAQEAALIAAETPERLMADILLVPHHGSRTSSSGAFLDAVSPQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
NTDB id 1426 RS RS05575 WP 011001070.1 DIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
consensus !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ATGAVVI ETRGDALAVRTARSMRPRYWSSALEVAALAETTEPATGAQP
NTDB id 358101 E7Z57 RS03125 WP 138928457.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPAGAQP 847
NTDB id 1426 RS RS05575 WP 011001070.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!
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