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NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALA.......PVGLLL........LPFRWRPLAFFLFGLVWACLNAQWALDD 65
NTDB id 357878 E6A55 RS05930 WP 011614916.1 MRWFVVAFVAGCWTLQQQSMLPPQ.DGLRLGAVALTLVALGIALWGRRLHVVLHGLALAGLAFGAAFCWAAWRAELRMRD 79
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLAC.LLAMALLRRGARLPRLVPVMAV.LAAACAGFGWSDWRAQQRLSV 77
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NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
NTDB id 357878 E6A55 RS05930 WP 011614916.1 WLPATLEARDLDVRGVVSGLPADAATGTRFALTVEQGDAGQPLPRRVILNWRG...................APPDLRPG 140
NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
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NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVE..A 190
NTDB id 357878 E6A55 RS05930 WP 011614916.1 QRLTLTLRLRRPRGLANPFGSDYAYWLLAQGYGATGYVRRAQGPPQ.....DASAERLAWRIEAVRAAVRDHLRAALPAD 215
NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALP.E 236
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NTDB id 1199 PSJM300 12650 AFN78592.1 HGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPW 261
NTDB id 357878 E6A55 RS05930 WP 011614916.1 ARFGAVLTALVIGDQRGIDADDWQLFRRTGVSHLVAISGLHITMIAGMAASLAGLLWRHSFGLGRWLRRPLPLWLPARQA 295
NTDB id 1426 RS RS05575 WP 011001070.1 ARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRA 316
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NTDB id 1199 PSJM300 12650 AFN78592.1 ACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIW 341
NTDB id 357878 E6A55 RS05930 WP 011614916.1 ALVAAVASALAYGLLAGMQVPALRTVAMLCVAAIAVWSARAPPASVVLAWAALAALLLDPWAVMLPGFWLSFGAVAVIFF 375
NTDB id 1426 RS RS05575 WP 011001070.1 GAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFL 396
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NTDB id 1199 PSJM300 12650 AFN78592.1 IFRGR.......LGVPSWW.......RALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFL 407
NTDB id 357878 E6A55 RS05930 WP 011614916.1 AARPGRDA....STEGRWQR.LRSVLAAGARTQWAVTIGLVPLTLLLFGQVSVVSPLANAVAIPVVSLLVTPLALLGAAL 450
NTDB id 1426 RS RS05575 WP 011001070.1 AARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL 476
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NTDB id 1199 PSJM300 12650 AFN78592.1 LWVPWLGEALLWLAGGLLAVLFE...LLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGV...PLRVLGTLLLAPL 481
NTDB id 357878 E6A55 RS05930 WP 011614916.1 .PMALAGPVLAVAHLAMVALAAVLGWLSALP...WAMWEAASAGPLALVLAALGVGLLVAPVA..TARARLHGGLLMLPM 524
NTDB id 1426 RS RS05575 WP 011001070.1 .PEPWSQPVLIWAEASFA...WLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPM 552
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NTDB id 1199 PSJM300 12650 AFN78592.1 LFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
NTDB id 357878 E6A55 RS05930 WP 011614916.1 LLARGPPVAHGEFRAVMLDVGQGTAVLVRTRAHALLYDTGPSYASGSSAGAQVVVPLLRGEGVGRIDHLMVSHEDTDHAG 604
NTDB id 1426 RS RS05575 WP 011001070.1 LLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAG 632
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NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAA 627
NTDB id 357878 E6A55 RS05930 WP 011614916.1 GVADITAAVAVSARSTGAPAGHVLLGSA...ANDWSPCAAGQQWEWDGVRFTVLHPLAEQAQQAAIASNARSCVLRVDAA 681
NTDB id 1426 RS RS05575 WP 011001070.1 GTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANA 712
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NTDB id 1199 PSJM300 12650 AFN78592.1 GERLLLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNA 705
NTDB id 357878 E6A55 RS05930 WP 011614916.1 AHSLLLTGDIGVAQERALIDRLPAEVLRADVLVVAHHGSGTSSGAAWLEAVRPSAAVFQLGYANRYRHPSGEVWERYGRA 761
NTDB id 1426 RS RS05575 WP 011001070.1 RYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGAR 792
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NTDB id 1199 PSJM300 12650 AFN78592.1 GAELHDTAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
NTDB id 357878 E6A55 RS05930 WP 011614916.1 GVLRYRTDETGAVTMDTAPGGFALSVFRQAQPRYWRARPPAPR............ 804
NTDB id 1426 RS RS05575 WP 011001070.1 GIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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