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NTDB id 357873 E6A55 RS01840 WP 011614476.1 MFSFWKKRKAEPAPAEAPAPAPAPV.EVPAPVP....APAP....TPAPVPAPAPA...PVP..........AQVPPPAP 58
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 357873 E6A55 RS01840 WP 011614476.1 APVAAPIPL....PAPAPAEA.LELVPPPAQTAEAKLGWMHRLRTGLSKTSRN....IGTLFVGVKVDEALFEELETALL 129
NTDB id 1118 NGFG RS11455 WP 003696286.1 .EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
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NTDB id 357873 E6A55 RS01840 WP 011614476.1 MADAGVEATEYLLGELRKRVKAERIETAEGVKAALRELLTQLLRPLEKTMALG.REQPLVMMIAGVNGAGKTTSIGKLCK 208
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
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NTDB id 357873 E6A55 RS01840 WP 011614476.1 HFQRYDQKVLLAAGDTFRAAAREQLTIWGERNNVTVVAQESGDPAAVIFDAVNAAKARGIDIVMADTAGRLPTQLHLMEE 288
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 357873 E6A55 RS01840 WP 011614476.1 LKKVKRVISKAMPSAPHEVLLVIDANTGQNALQQTRAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEK 368
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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NTDB id 357873 E6A55 RS01840 WP 011614476.1 VEDLQPFKADEFAEALLG 386
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
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